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Figure S1. Deconvolution fractions of tissue samples. H: healthy tissue; D: Inflamed tissue.
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Figure S2. Statistically significant differentially expressed transcripts showing opposite direction in healthy and
inflamed tissue in first approach.
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Figure S3. Statistically significant differentially expressed transcripts showing opposite direction in healthy and
inflamed tissue in second approach.
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Figure S4. Statistically significant differentially expressed transcripts showing opposite direction in healthy and
inflamed tissue in third approach.
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Figure S5. Statistically significant differentially expressed transcripts showing opposite direction in healthy and
inflamed tissue in fourth approach.
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Figure S7. Regional manhattan plot of ANAPC11 gene/locus.
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Figure S9. Regional manhattan plot of HDLBP gene/locus.
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Figure S11. Regional manhattan plot of HSPA9 gene/locus.
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Figure S12. Regional manhattan plot of LGMN gene/locus.
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Figure S13. Regional manhattan plot of MACF1 gene/locus.
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(q/No) 81el uoneuIgWodaY



Figure S15. Approach and analyses flowchart.



