pharmaceutics ﬂ/\n\D\Py

Supplementary Materials: Impact of circ-0000221 in the Patho-
genesis of Hepatocellular via Modulation of miR-661-PTPN11
mRNA Axis

Marwa Matboli, Mohmed K. Hassan, Mahmoud A. Ali, Mohamed Tarek Mansour, Waheba Elsayed, Reham At-
teya, Hebatallah Said Aly, Mahmoud El Meteini, Hesham Elghazaly, Sherif El-Khamisy and Sara H.A. Agwa

Figure S1. Print screen Shot fot hsa_circ_000022 predicted by Circ 2 trait : http://gyanxet-
beta.com/circdb/, accessed on 10. November 2021.
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Serial no. circRNA Name Associated Disease P-value
chronic lymphocytic leukemia 0.00097895
2 gastric cancer 0.00000574
3 gastric cancer 0.00000574
4 glioma 0.00195598
5 hepatocellular carcinoma 0.00293108
6 0.00293108
7 0.00195598
8 hsa_circ_000520 0.00048971

Figure S2. Print screen Shot fot hsa_circ 000022 & miR-661 predicted by Circ 2 trait :
http://gyanxet-beta.com/circdb/, accessed on 10. November 2021.
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Figure S3.:Print screen Shot fot miR-661& PTPN-11 predicted by Target scan; Available
at  http://amp.pharm.mssm.edu/Harmonizome/gene_set/hsa-miR-661/TargetScan+Pre-

dicted+Conserved+microRNA+Targets accessed on 10. November 2021.
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Figure S4. Exogenous expression of hsa_circ_000022 significantly reduced the colony-forming abil-
ity of the SNU449 and HepG2 cells.
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