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Figure S1: Histological assessment of ex vivo human skin treated with SP. (A-E) Images of
representative HE-stained untreated (A-C) and SP-treated (D,E) skin sections show a homogeneous
histopathological structure of all skin samples over incubation period of 16 and 40 h.
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Figure S2: Influence of SP treatment on epidermis cell proliferation in ex vivo human skin.
Immunofluorescence images of untreated (A-C) and SP-treated skin (E, F) sections were prepared
after 0 h, 16 h and 40 h of incubation. Ki67*-cells are stained green and cell nuclei blue. (D) The number
of proliferating cells counted per mm?skin (n=3).
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Figure S3: Expression of pro-inflammatory markers IL-6, IL-8, TSLP and IL-1« in ex vivo human
skin. (A) mRNA-quantification of untreated control (UC) samples by individual qPCR assays: Target
gene expressions were normalized to housekeeping gene (hypoxanthine-guanine
phosphoribosyltransferase, HPRT) expression. (B-D) Quantification of protein of untreated control
samples (UC) in different skin layers (B = dermis, C = epidermis, D = superficial stratum corneum) by
individual ELISA assays: results were normalized to the total protein content of each lysate. (E-G)
Quantification of protein expression of sodium laryl sulfate (SLS)-treated samples in different skin
layers. Short lines indicate the means of the different donors for each sample (E=dermis,
F = epidermis, G = superficial stratum corneum) by individual ELISA assays: results were normalized
to the total protein content of each lysate and depicted as multiples of untreated controls for the same
incubation period. Spotted lines indicate the expression level of untreated controls (at y =1).
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Figure S4: Relative expression profiles of pro-inflammatory mediators in ex vivo human skin after
SP treatment. All data of each donor were depicted as multiples of untreated controls for the same
incubation period. Bars represent the means of the different donors for each sample. Spotted lines
indicate the expression level of untreated controls (at y = 1). (A) Quantification of mRNA (84 species)
by Inflammatory Response & Autoimmunity RT? Profiler PCR Array after 16 h incubation,
normalized to the expression of the housekeeping gene hypoxanthine-guanine
phosphoribosyltransferase (HPRT). (B) Quantification of protein (70 out of 101 analytes) in the
epidermal layer by cytokine-, chemokine- and protease-Proteome Profiler after 40 h incubation:
Profiler membranes were loaded with 100 ug total protein of epidermis lysates. (C) Table of
upregulated inflammatory mediators which were found by mRNA/proteome profiling (shown in
(A/B) and meet definition: individual values of all tested donors >1.
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