
S2 Table.  Amino acid sequence identities (%) of nairovirus N proteins determined by p-distance estimation in MEGA7. 

 

 

V IN HV D GKV AHV TU N V A M V SA PV C C HFV GA N V N SD V KU PV D U GV HA ZV TFLV FA R V HU GV R A ZA V PSV ZIR V GR SV SOLV W TV TTV 1 HTV 1 GOSV IKV KT RV KKOV LPHV Y OGV QY B V B D AV A V A V C M V TILLV SA KV TA GV TFA V

DGKV 72.0

AHV 62.1 59.3

TUN V 62.1 59.9 95.4

AM V 60.6 63.4 76.0 75.8

SAPV 54.4 52.9 52.4 52.4 52.4

CC HFV 35.2 35.0 35.9 36.3 37.0 35.5

GA N V 36.6 35.5 34.8 35.7 35.5 31.7 61.9

NSD V 36.6 35.5 34.8 35.7 35.5 31.7 61.9 100.0

KUPV 35.2 34.6 34.1 33.7 36.3 32.4 58.1 63.2 63.2

DU GV 35.0 33.9 32.6 33.5 33.7 31.5 56.8 61.0 61.0 75.6

HAZ V 36.6 34.4 37.9 37.7 35.7 34.8 60.8 63.2 63.2 57.9 56.2

TFLV 35.7 33.7 36.1 35.9 35.0 32.8 59.3 62.1 62.1 55.5 54.8 76.0

FAR V 42.1 43.6 44.3 44.3 43.0 41.0 31.5 31.1 31.1 31.3 30.6 32.2 30.8

HUGV 41.9 43.4 44.3 44.3 43.2 41.0 31.3 31.5 31.5 31.5 30.8 32.2 30.8 99.1

RA ZA V 41.4 42.7 43.2 43.2 43.4 41.0 32.6 32.6 32.6 32.6 32.2 33.0 32.4 82.2 81.5

PSV 41.4 42.7 44.1 43.6 42.7 39.2 32.2 31.7 31.7 32.8 31.5 33.3 31.7 85.7 85.0 83.0

Z IR V 41.6 44.5 43.6 43.6 43.8 40.3 32.2 31.7 31.7 32.8 31.9 32.8 31.1 76.7 76.7 72.7 73.6

GR SV 41.2 42.1 42.1 41.6 41.9 40.7 31.1 31.1 31.1 33.0 31.9 30.2 31.1 59.3 59.3 58.1 57.0 60.6

SOLV 42.1 40.3 42.7 42.7 41.2 41.2 31.3 32.4 32.4 32.8 32.8 32.2 31.3 60.8 61.0 58.8 59.0 59.7 80.6

W TV 32.6 30.6 32.8 32.4 31.5 31.5 34.8 33.9 33.9 31.3 33.5 34.8 34.4 31.7 31.5 31.9 31.9 31.5 31.9 31.5

TTV 1 32.4 32.2 33.9 33.5 34.1 32.8 34.6 36.6 36.6 34.4 32.8 36.3 34.8 30.8 31.1 32.2 31.9 31.1 33.0 31.5 50.9

HTV 1 33.5 32.8 31.9 31.5 33.0 33.5 35.2 34.8 34.8 35.0 34.4 34.1 32.2 30.2 30.0 29.5 29.7 30.8 31.3 30.6 48.2 52.2

GOSV 34.4 36.6 35.5 34.8 35.5 35.2 34.6 34.8 34.8 33.0 32.6 33.9 31.9 33.0 32.8 32.4 33.7 32.6 28.0 30.0 30.6 34.1 31.9

IKV 34.1 34.1 35.5 34.1 35.2 36.3 35.2 35.7 35.7 35.2 33.5 34.6 33.7 32.8 33.0 33.7 33.3 33.3 30.4 31.9 31.1 33.3 29.3 63.7

KTR V 33.5 34.8 35.2 34.6 35.7 35.2 36.3 35.0 35.0 33.3 32.4 34.1 34.1 32.6 32.6 33.0 33.7 33.0 29.3 30.8 30.8 32.8 30.2 66.7 86.8

KKOV 38.1 38.3 37.2 35.7 37.4 38.8 37.7 37.4 37.4 37.0 38.1 36.1 36.6 32.2 32.2 31.7 31.5 32.2 32.4 33.0 33.7 34.6 35.0 46.5 47.1 47.8

LPHV 36.8 37.7 37.2 35.7 36.3 38.8 38.1 37.4 37.4 37.7 37.9 35.9 36.8 32.4 32.4 32.2 31.9 31.9 32.2 32.6 33.7 34.8 35.0 47.6 46.5 47.4 91.6

Y OGV 38.3 39.9 38.1 37.0 38.5 38.8 37.0 37.4 37.4 37.7 36.8 34.4 34.4 32.8 33.0 31.9 32.4 32.2 32.8 33.0 35.0 34.8 35.2 47.8 48.0 47.6 80.6 80.0

QY B V 35.2 36.1 33.5 32.6 35.5 36.1 37.2 38.3 38.3 35.7 36.8 36.1 36.1 30.4 30.6 31.3 30.4 30.4 29.7 29.7 35.0 33.7 33.7 41.9 42.1 40.3 50.9 50.2 49.8

BD A V 35.5 36.1 32.8 32.2 35.7 37.7 37.7 36.1 36.1 34.6 36.3 34.1 35.9 30.2 30.2 32.4 31.5 30.6 29.3 29.7 34.6 34.4 32.6 43.6 42.1 42.1 50.9 51.5 51.8 72.9

AV A V 35.2 34.4 37.7 36.6 36.1 35.2 43.2 41.0 41.0 41.4 43.0 44.3 42.1 32.6 32.4 33.9 33.0 34.6 31.7 31.7 35.5 37.4 37.4 37.9 38.3 39.0 42.7 43.2 39.4 37.7 37.7

CM V 33.5 33.0 33.5 33.7 33.3 33.7 43.0 42.5 42.5 41.4 41.6 42.5 43.8 30.6 30.6 32.4 31.7 31.3 31.1 31.7 34.1 35.5 38.1 37.7 38.1 37.0 38.1 39.0 36.6 38.1 37.4 64.8

T ILLV 31.9 32.6 32.8 32.2 33.5 32.8 42.3 42.5 42.5 41.2 41.4 43.0 43.4 30.4 30.6 33.0 31.7 32.2 30.4 30.6 34.1 35.2 37.4 35.9 37.9 36.6 37.7 39.2 36.1 37.2 36.3 64.3 84.1

SAKV 31.7 32.6 32.6 31.9 33.3 32.4 42.3 42.1 42.1 41.0 41.2 43.0 43.4 30.8 31.1 33.0 32.2 32.6 30.2 30.8 33.7 34.8 37.7 35.9 37.4 36.1 37.4 39.0 35.9 36.8 36.3 63.7 84.1 98.9

TAGV 32.8 32.6 34.4 33.3 32.6 33.5 43.8 43.0 43.0 42.3 42.3 43.2 43.2 30.4 30.4 33.3 31.7 31.9 30.4 30.0 35.9 35.7 38.5 35.5 37.4 36.1 35.7 36.8 34.6 36.3 37.2 64.8 78.4 80.0 79.3

TFA V 32.2 30.2 33.3 33.3 33.3 32.8 44.5 44.7 44.7 43.6 44.1 42.3 44.3 31.1 31.1 32.2 31.7 32.4 31.3 33.0 30.0 32.6 34.4 32.6 33.0 32.6 37.0 37.4 37.2 33.0 34.4 38.5 39.4 38.8 38.5 39.2

ERV V 32.4 31.3 32.6 31.5 31.7 29.5 44.1 43.0 43.0 42.3 44.1 41.6 44.3 31.1 31.1 32.8 31.7 32.6 30.4 32.6 30.6 31.9 33.7 31.9 34.8 33.5 32.6 33.3 32.2 30.8 30.8 37.7 38.3 38.1 37.9 40.3 70.3


