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mpR-pa1e R R R R R R R S R S | VIM
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mpr-pa22 R R R R R R S S S S R neg.
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mDR-Pa1a R R R R R R S S S nd nd neg.
MDR-PA17 R R R R R R S S S S I neg.
mpR-pa2a R R R R R R R R R S | IMP1
mpor-pA1e R R R R | R S S S S R neg.
worpazo R R R R R R S S S S R neg.
MDR-PA23 R R R R R R R S R S R VIM
MDR-PAO1 R R R R | R R S S S I neg.

mpRpacs R R R R I I S S S S R OXA-48
MDR-PA02 R R R R R R nd S S S nd. Metallo
MDR-PAO2 R R R R R R R R R S R GES
MDR-PAOS R R R R R R S S S S R neg.
ST

Fig. S1 Neighbor-joining dendrogram of ERIC-PCR results for multi-drug resistant P. aeruginosa isolates (MDR-PA1-24) and
resistance profiles. Piperacillin/Tazobactam (TZP), Ceftazidim (CAZ), Cefepim (FEP), Imipenem (IMP), Meropenem (MPM),
Ciprofloxacin (CIP), Gentamicin (GM), Amikacin (AK), Tobramycin (TM), Colistin (COL) und Aztreonam (AZN). R= resistant,
I= intermediate, S= sensitive, n.d.: not determined; neg = no known carbapnemases were detected via PCR;



141

. 100% identity

. 70% identity
50% identity

JG024

. 100% identity

| 70% identity
50% identity

DL68

. 100% identity

. 70% identity

| 50% identity
LBL3

B 100% identity
Phage SL1 1t 70% identity

65849 bp _ { ) 50% identity
" SN

B 100% identty
I 0% identity

50% identity

Fig. S2 Visualisation of the BLASTn results. Comparison of phage SL1 with
five members of the PB1-like viruses
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Fig. S3 Visualisation of the BLASTn results. Comparison of phage SL2 with

five members of the phiKZ-like viruses
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Fig. S4 Visualisation of the BLASTn results. Comparison of phage SL4 with
five members of the LUZ24-like viruses



