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Abstract: Influenza remains a serious worldwide public health problem. After infection, viral
genomic RNA is replicated in the nucleus and packed into viral ribonucleoprotein, which will then
be exported to the cytoplasm via a cellular chromosome region maintenance 1 (CRM1)-dependent
pathway for further assembly and budding. However, the nuclear export mechanism of influenza
virus remains controversial. Here, we identify cellular nuclear transport factor 2 (NTF2)-like export
protein 1 (NXT1) as a novel binding partner of nucleoprotein (NP) that stimulates NP-mediated
nuclear export via the CRM1-dependent pathway. NXT1-knockdown cells exhibit decreased viral
replication kinetics and nuclear accumulated viral RNA and NP. By contrast, NXT1 overexpression
promotes nuclear export of NP in a CRM1-dependent manner. Pull-down assays suggest the
formation of an NXT1, NP, and CRM1 complex, and demonstrate that NXT1 binds to the C-terminal
region of NP. These findings reveal a distinct mechanism for nuclear export of the influenza virus
and identify the NXT1/NP interaction as a potential target for antiviral drug development.
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1. Introduction

Influenza virus infection has resulted in several serious pandemics e.g., Spanish influenza (H1N1)
in 1918 [1] and the swine influenza (H1N1) in 2009 [2]. In addition, human infections with a new
avian influenza A (H7N9) subtype were reported in China in 2013 [3]. A seasonal influenza vaccine is
available but must be reformulated yearly. Few antiviral drugs have been approved by the U.S. Food
and Drug Administration, including oseltamivir, zanamivir, and peramivir, all of which target viral
neuraminidase (NA) to inhibit viral release from host cells, and the development and transmission of
oseltamivir- or zanamivir-resistant viruses has been reported [4-7]. Thus, there is an urgent need for
the identification of novel potential targets and the development of new antiviral drugs.

Viral nucleoprotein (NP) plays multiple roles in viral lifecycle, including nuclear import/export
of viral ribonucleoprotein (vRNP) and transcription/replication of the viral genome [8-10]. Targeting
at the unconventional nuclear localization signal (NLS) of NP by mycalamide analogs results in a
reduction of viral replication [11]. In addition, inhibition of NP nuclear localization by nucleozin and its
analogs potentially decreases in vitro and in vivo viral replication [12,13]. Our previous comparative
study of influenza nuclear export signals (NESs), including matrix 1 (M1)-NES, non-structural 1
(NS1)-NES, nuclear export protein (NEP)-NES1, NEP-NES2, NP-NES1, NP-NES2, and NP-NES3,
identified NP-NES3 as a promising antiviral drug target [14]. Moreover, the NP-NES3 inhibitors RK424
and DP2392-E10 showed a potent inhibitory effect against viral replication [15,16]. This evidence
indicates NP as an attractive target for antiviral drug development.
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Cellular nuclear export machinery is required for viral replication, since viral RNA replication and
vRNP assembly occur in the nucleus and vRNPs must be exported to the cytoplasm for assembly and
budding at the plasma membrane. The vRNP complex comprises viral genomic RNA, viral polymerase
complex (polymerase acidic protein (PA), polymerase basic protein 1 (PB1), and polymerase basic
protein 2 (PB2)), and a multimeric NP. Nuclear export of vRNPs is proposed to be mediated by
a cellular chromosome region maintenance 1 (CRM1) pathway in which the association of viral
M1 and NEP link vRNP to CRM1 [17,18]. In addition, an additional interaction between NEP and
viral polymerase of vVRNP was identified and proposed to stabilize the M1/vRNP association [19].
Targeting of CRM1-mediated nuclear export by leptomycin B (LMB), an irreversible inhibitor that
binds covalently to CRM1 [20], inhibited influenza vRNP nuclear export [21]. In addition, verdinixor,
a novel CRM1 inhibitor that forms a slowly-reversible covalent bond to CRM1, showed an inhibitory
effect against HIN1, H5N1, and H7N9 viruses [22]. However, LMB and verdinixor target CRM1 at
the leucine-rich groove that is the NES binding site, which is also required for the function of other
cellular NES-containing proteins. Thus, the identification of virus-specific targets is necessary for the
development of antiviral drugs with minimal cytotoxicity or side effects.

Several novel cellular factors involved in nuclear export of the influenza virus have been identified.
Heat shock cognate 70 (Hsc70) was reported to bind viral M1 and mediate nuclear export of the
vRNP/M1/NEP complex [23,24]. Chromodomain-helicase-DNA-binding protein 3 (CHD3) was
shown to interact with NEP-NESI to localize NEP/CRM1 to dense chromatin and facilitate vRNP
nuclear export via a CRM1-dependent pathway [25]. Knockdown of nucleoporin 62 kDa (NUP62),
a component of the nuclear pore complex, inhibited the nuclear export of viral mRNA /viral RNA
(VRNA) and reduced viral replication [26,27]. In addition, interaction between NUP62 and viral
polymerase was identified [27]. Nucleoporin 98 kDa (NUP98) was reported to interact with NEP via
its N-terminal phenylalanine-glycine (FG)-repeat domain, and overexpression of dominant-negative
NUP98 decreased viral replication [28], whereas knockdown of NUP98 has no effect on vVRNA nuclear
export or replication [26]. Cellular mRNA nuclear export factors, including transporter associated
with antigen processing (TAP) (or nuclear RNA export factor 1 (NXF1)), nuclear transport factor 2
(NTF2)-like export protein 1 (NXT1 or p15), ribonucleic acid export 1 (Rael), and E1B-55kDa-associated
protein 5 (E1B-AP5), have been reported to bind with viral NS1 [29], and interaction of viral polymerase
with cellular TAP, RNA binding motif protein 15B (RMB15B), and DEAD-Box Helicase 19B (DDX19B)
was identified [27]. However, the precise role of these nuclear export factors in the molecular
mechanism of viral replication has not been established, and this will be necessary for a comprehensive
understanding of influenza virus nuclear export and identification of potential targets for antiviral
drug development.

In this study, we selected a number of host factors reported to be involved with cellular nuclear
export function and influenza virus replication, and subjected them to affinity binding assays with NP.
Our results identified NXT1 as an NP binding partner. NXT1 interacts with NP and CRML1 to stimulate
NP nuclear export via a CRM1-dependent pathway and to promote viral replication.

2. Materials and Methods

2.1. Cells, Viruses, and Transfections

HeLa, human embryonic kidney (HEK) 293T, Madin-Darby canine kidney (MDCK), and A549
cells were maintained in Dulbecco’s Modified Eagle’s Medium (DMEM, Gibco, Beijing, China)
supplemented with 10% fetal bovine serum (FBS, Gibco and HyClone Laboratories, Logan, UT,
USA) in a 5% CO; incubator at 37 °C. Infectious influenza A/WSN/33 (HIN1) virus was produced
by reverse genetics, as described previously [14]. FuGENE HD (Promega, Fitchburg, WI, USA)
and Lipofectamine 2000 (Invitrogen, Waltham, MA, USA) were used for plasmid transfection and
Lipofectamine RNAIMAX Reagent (Invitrogen) was used for siRNA transfection throughout the study.
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2.2. Plasmid Construction

Plasmids for the reverse genetic generation of influenza A/WSN/33 (H1N1) viruses, including
PA/pHH21, PB1/pHH21, PB2/pHH21, NP/pHH21, M/pHH21, NS/pHH?21, hemagglutinin
(HA)/pHH21, NA/pHH21, PA/pCAGGS, PB1/pCAGGS, PB2/pCAGGS, and NP/pCAGGS [30],
were a gift from Yoshihiro Kawaoka (Institute of Medical Science, University of Tokyo, Tokyo, Japan).

The NP-FLAG/pCAGGS plasmid was constructed as described previously [14]. All of the
insert sequences were amplified by KOD Plus DNA polymerase (Toyobo, Osaka, Japan), digested
with Xhol/Notl, and sub-cloned into the Xhol/Notl sites of the modified pCAGGS plasmid [31].
N-terminal partial NP was constructed by amplification of the NP/pCAGGS plasmid using the
forward primer 5-AAACTCGAGACCATGGCGACCAAAGGCACC-3" with the reverse primer
5-TTTGCGGCCGCTTACTTGTCATCGTCGTCCTTGTAATCACTTGATTCCATAGTCTC-3’ for NP
1-377 FLAG, the reverse primer 5-TTTGCGGCCGCTTACTTGTCATCGTCGTCCTTGTAATCATTCC
GGCTCTCTCTCAC-3' for NP 1-247 FLAG, or the reverse primer 5-CGTCATCCTTGTA
ATCTCCTGAATCCATTCCTGTGCGAAC-3' and second reverse primer 5-TTTGCGGCCGCTT
ACTTATCGTCGTCATCCTTGTAATCTC-3' for NP1-160 FLAG.

NP-NES1 FLAG/pCAGGS (F39A/141A), NP-NES2 FLAG/pCAGGS (M189A/M191A), and
NP-NES3 FLAG/pCAGGS (L264A /L266A) were constructed by amplification of the NP sequence from
the NP-NES1/pCAGGS, NP-NES2/pCAGGS, and NP-NES3/pCAGGS plasmids, respectively [14],
with the forward primer 5-AAACTCGAGACCATGGCGACCAAAGGCACC-3" and the reverse primer
5'-CGTCGTCCTTGTAATCTCCTGAATTGTCGTACTCCTCTG-3/, followed by re-amplification with
the extended reverse primer 5'-TTTGCGGCCGCTTACTTGTCATCGTCGTCCTTGTAATCTC-3'.

The FLAG-NS1/pCAGGS plasmid was constructed using the forward primer 5-ACTCG
AGATGGATTACAAGGATGACGACGATAAGGATCCAAACACTGTGTCA-3' and the reverse primer
5-AAAAGCGGCCGCTTACTATCAAACTTCTGACCTAAT-3' with the template NS/pHH21 plasmid.

The NXT1 and CRM1 plasmids were generated from the total cDNA of HeLa cells. HA-NXT1/
pCAGGS was constructed using the forward primer 5-AAACTCGAGATGTACCCATACGATGTTC
CAGATTACGCTGCATCTGTGGATTTCAAG-3' and the reverse primer 5-AAAAGCGGCCGCTTAT
CACTAGCTGGCCCAGTCCTG-3/, while FLAG-NXT1/pCAGGS was constructed using the forward
primer 5-GGATGACGACGATAAGGGCAGCGGCGCATCTGTGGATTTCAAG-3' and the reverse
primer 5-AAAAGCGGCCGCTTATCACTAGCTGGCCCAGTCCTG-3, followed by re-amplification
with the extended forward primer 5'-AAAACTCGAGACCATGGATTACAAGGATGACGACGATA
AGGG-3'.

The CRMI1-HA/pCAGGS plasmid was prepared as described previously [14], while
FLAG-CRM1/pCAGGS was constructed by amplification with the forward primer
5'-GGATGACGACGATAAGGGCAGCGGCCCAGCAATTATGACAATG-3 and the reverse
primer 5-AAAAGCGGCCGCTTAATCACACATTTCTTC-3/, followed by re-amplification with the
extended forward primer 5'-AAAACTCGAGACCATGGATTACAAGGATGACGACGATAAGGG-3'.

All constructed plasmids were checked by DNA sequencing with the BigDye Terminator v.3.1
Cycle Sequencing Kit (Applied Biosystems, Waltham, MA, USA).

2.3. Pull-down and Immunoprecipitation Assays

Protein-immobilized (NP-FLAG, FLAG-NS1, HA-NXT1, CRM1-HA, or FLAG and HA only as a
control) agarose beads (Anti-FLAG® M2 affinity gel or Monoclonal anti-HA-agarose antibody, both
from Sigma-Aldrich, Saint Louis, MO, USA) and purified proteins (NP-FLAG and FLAG-CRM]1) for
pull-down assay were prepared from transfected HEK293T cells as described previously [14].

Pull-down with HeLa whole cell lysate was performed by lysing 7 x 10® HeLa cells with 500 puL of
radioimmunoprecipitation assay (RIPA) buffer (50 mM Tris-HCl/pH 8.0, 150 mM NaCl, 1% Nonidet®
P-40 (NP-40, Nacalai Tesque, Kyoto, Japan), 0.1% sodium dodecyl sulphate (SDS, Sigma-Aldrich,
Saint Louis, MO, USA), and 0.5% sodium deoxycholate (Sigma-Aldrich)) plus a complete protease
inhibitor cocktail (Roche, Mannheim, Germany), on ice for 30 min. The cell lysate was clarified
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by centrifugation at 15,000x g and 30 pug of the clear lysate was co-incubated with NP-FLAG- or
FLAG-NS1-immobilized agarose beads (Anti-FLAG® M2 affinity gel, Sigma-Aldrich) (15 uL of 50%
slurry) in 500 puL of bind /wash buffer-I (20 mM 4-(2-hydroxyethyl)-1-piperazineethanesulfonic acid
(HEPES, Sigma-Aldrich)/pH 7.4, 110 mM potassium acetate, 2 mM magnesium chloride, and 0.1%
Tween 20 (Nacalai Tesque)) plus protease inhibitor cocktail (Roche) overnight at 4 °C with rotation.
The beads were collected by centrifugation at 500x g, at 4 °C for 2 min and washed five times with
the bind /wash buffer-I. After removing all supernatant, the beads were resuspended in SDS sample
buffer (60 mM Tris-HCI/pH 6.8, 2% SDS, 10% glycerol (Sigma-Aldrich), 0.01% bromophenol blue,
1.25% B-mercaptoethanol (Sigma-Aldrich)) and boiled for 5 min before western blot (WB) analysis.

Pull-down with purified protein was performed by co-incubation of protein-immobilized agarose
beads (10 pL of 50% slurry) and 1 pg of purified protein (see Figure 1, Figure 6 and Figure 7) in 500 pL
of bind /wash buffer-II (25 mM Tris-HCl/pH 7.4, 150 mM NaCl, 1 mM ethylenediaminetetraacetic acid
(EDTA, Sigma-Aldrich), 1% NP-40, and 5% glycerol) with protease inhibitor cocktail (Roche) overnight
at 4 °C with rotation. The beads were collected, washed with bind /wash buffer-1I, and prepared as
described above for WB analysis.

Immunoprecipitation was performed by transfection of HA-NXT1/pCAGGS either without/with
NP-FLAG/pCAGGS into HEK293T cells for 48 h. The cells were collected and lysed with RIPA
buffer plus protease inhibitor cocktail for 30 min on ice. Cell debris was removed by centrifugation at
20,400x g at 4 °C for 15 min and the lysate supernatant was collected. A total of 100 ug of lysate was
incubated with 20 uL of anti-FLAG M2 affinity gel (Sigma-Aldrich) in 500 uL of bind /wash buffer-I
overnight at 4 °C with rotation. The beads were collected by centrifugation at 500x g, 4 °C for 2 min,
washed with bind /wash buffer-1, and prepared as described above for WB analysis.

2.4. Western Blot Analysis

SDS-polyacrylamide gel electrophoresis and WB were performed as described previously [14].
Antibodies used for analysis were anti-NXT1 rabbit polyclonal antibody (pAb) (Abnova, Taipei,
Taiwan), anti-CRM1 mouse monoclonal antibody (mAb) (BD Biosciences, San Jose, CA, USA),
anti-NUP153 rat mADb (Santa Cruz Biotechnology, Santa Cruz, CA, USA), anti-NUP98 rat mAb (Abcam,
Cambridge, UK), anti-NUP62 mouse mAb (BD Biosciences), anti-E1B-AP5 (or hnRNP UL1) mouse
mAb (Santa Cruz Biotechnology), anti-FLAG M2 mouse mAb (Sigma-Aldrich, Saint Louis, MO, USA),
anti-FLAG rabbit mAb (Sigma-Aldrich), anti-HA mouse mAb (Medical and Biological Laboratories,
Nagoya, Japan), anti-3-actin mouse mAb (Sigma-Aldrich), anti-WSN (influenza A /WSN/33) rabbit
pAb (a gift from Dr. Kazufumi Shimizu, Nihon University School of Medicine, Tokyo, Japan),
horseradish-peroxidase (HRP)-conjugated goat anti-mouse IgG (Amersham Biosciences, Uppsala,
Sweden), or HRP-conjugated goat anti-rabbit IgG (Amersham Biosciences). The intensity of NP bands
was quantitated by Image] 1.50 software (National Institutes of Health, Bethesda, MD, USA).

2.5. NXT1 Knockdown

Stealth RNAi™ siRNA (Invitrogen) targeting the NXT1 gene (5-GAGTTTGTCAATGTCTAC
TACACCA-3') was designed by BLOCK-iT RNAi Designer (Invitrogen) and ordered from Invitrogen.
A control siRNA was Stealth RNAi siRNA Negative Control Med GC (Invitrogen). A mixture of siRNA
for transfection was prepared as described below.

2.6. Cell Viability

MDCK or A549 (3 x 10%) cells were seeded in a 96-well plate together with control or NXT1
siRNA (0.075 pL of 10 nM siRNA and 0.375 uL of RNAiMax in 25 puL of Opti-MEM™ (Gibco, Grand
Island, NY, USA)) and cultured for 24 h or 48 h. The cells were washed with phosphate buffered saline
(PBS) and cultured with 100 uL of fresh DMEM plus 10 uL of Premix Water Soluble Tetrazolium Salt
(WST-1, Takara, Shiga, Japan) at 37 °C for 20 min. The optical density 450 nm (OD450) was measured
by Wallac 1420 Victor 2 microplate reader (Perkin Elmer, Waltham, MA, USA).
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2.7. Virus Replication

MDCK (2.5 x 10°) or A549 (5 x 10°) cells were seeded in a six-well plate together with control or
NXT1 siRNA (1.5 uL of 10 nM siRNA and 7.5 pL of RNAiMax in 500 pL of Opti-MEM) and cultured
for 24 h or 48 h. The cells were infected with influenza A/WSN/33 virus at a multiplicity of infection
(MOI) = 0.0001, as described previously [14]. The infected MDCK cells were cultured in DMEM
supplemented with 10% FBS, with 1 ug/ml of tosylsulfonyl phenylalanyl chloromethyl ketone-treated
trypsin (TPCK-trypsin; Worthington Biochemical Corporation, Lakewood, NJ, USA) to enhance viral
replication efficiency while the infected A549 cells were cultured without TPCK-trypsin since the cells
are sensitive to trypsin. Culture medium containing virus was collected at the indicated time points
(see Figure 2) and titrated for virus concentration by plaque assay, as described previously [14]. In order
to check viral protein expressions, the 24 h NXT1-knockdown MDCK cells at 18 h post-infection (hpi)
and A549 cells at 48 hpi were collected, lysed with NET buffer (10 mM Tris-HCl/pH 7.4, 150 mM NaCl,
1 mM EDTA, and 1% NP-40) plus protease inhibitor cocktail, and boiled with SDS sample buffer for
WB analysis of viral and cellular proteins (see Figure 2).

2.8. Immunofluorescence Staining

MDCK cells (4 x 10*) were seeded on cover glass in a 12-well plate together with control or
NXT1 siRNA (0.6 uL of 10 nM siRNA and 3 puL of RNAiMax in 200 pL of Opti-MEM) and cultured
for 48 h. The cells were infected with influenza A/WSN/33 virus at MOI = 2 for 2, 4, or 6 h before
immunofluorescence staining.

HelLa cells (4 x 10*) were seeded overnight on cover glasses in a 12-well plate and transfected
with 1 pg of NP-FLAG/pCAGGS either without/with 1 ug of FLAG-NXT1/pCAGGS or 1 ug of
FLAG-CRM1/pCAGGS plasmids. At 36 h after transfection, 10 nM of LMB (Sigma-Aldrich) was
added and the cells were cultured for 12 h before immunofluorescence staining.

Immunofluorescence staining was performed as described previously [14] with the following
antibodies: anti-NP mouse mAb (Santa Cruz Biotechnology), anti-M1 mouse mAb (Abcam), anti-NEP
rabbit pAb (GeneTex, Irvine, CA, USA), anti-FLAG rabbit mAb (Sigma-Aldrich), Alexa Fluor 594 goat
anti-mouse IgG (Invitrogen), Alexa Fluor 594 goat anti-rabbit IgG (Invitrogen), and Alexa Fluor
488 goat anti-rabbit IgG (Invitrogen). Nuclei were stained with Hoechst 33342 (ImmunoChemistry
Technologies LLC, Bloomington, MN, USA) at room temperature for 5 min. Intracellular localization
of the stained proteins was visualized using a laser scanning confocal fluorescence microscope
(IX81-FV1000-D/FLUOVIEW System, Olympus, Melville, NY, USA). Nuclear accumulation of NP,
M1, or NEP in the NXT1-knockdown/infected MDCK cells was quantified by measuring the mean
fluorescence intensity of Alexa Fluor 594 in the nuclear area using Image] v.1.50 software and
normalized with the mean fluorescence intensity of Hoechst 33342. Counting of cells with nuclear
or cytoplasmic localization of NP in the LMB-treatment experiment was performed by Image]J v.1.50
software and calculated as % of total cell count.

2.9. Fluorescence In Situ Hybridization (FISH)

MDCK cells (1 x 10°) were seeded on cover glasses in a 12-well plate together with control or
NXT1 siRNA (0.6 uL of 10 nM siRNA and 3 uL of RNAiMax in 200 pL of Opti-MEM) and cultured
for 48 h before being infected with influenza A/WSN/33 virus at MOI = 10. At 4 and 6 hpi, the cells
were analyzed by FISH, as described previously [16,32,33]. Briefly, the cells were washed with 5 mM
MgCl, /PBS, fixed with 4% paraformaldehyde, and permeabilized with 0.5% Triton X-100/PBS before
incubation with 2x saline sodium citrate buffer (SSC, Sigma-Aldrich) plus 10% formamide. The cells
were then incubated with 2 uM of Stellaris RNA FISH Probes (Biosearch Technologies, Petaluma, CA,
USA; 48 oligo mixture of each 20-mer single-strand DNA conjugated to Quasar 670) targeting viral
PB2 segment RNA in hybridization buffer (10% dextran, 2 mM vanadyl ribonucleoside complexes,
0.02% bovine serum albumin (BSA), 50 mg Escherichia coli tRNA, 2x SSC, and 10% formamide) at 37 °C
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for 16 h. The cells were then washed and stained with Hoechst 33342, followed by immunofluorescence
staining with anti-NP mouse mAb (Santa Cruz Biotechnology) and Alexa Fluor 488 goat anti-mouse
IgG (Invitrogen). Counting of cells with nuclear localization of PB2-RNA was performed by Image]
v.1.50 software and calculated as a percent of the total cell count.

3. Results
3.1. Identification of NXT1 as a Binding Partner of Influenza NP
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Figure 1. Identification of nuclear transport factor 2 (NTF2)-like export protein 1 (NXT1) as a
binding partner of influenza nucleoprotein (NP). (A) NP-FLAG or FLAG- non-structural 1 (NS1)
protein was immobilized on anti-FLAG agarose beads and co-incubated with HeLa whole cell lysate
overnight at 4 °C. The beads were collected, washed, and subjected to western blot (WB) analysis
with anti-NXT1, anti-NUP153, anti-NUP98, anti-NUP62, anti-E1B-AP5, anti-CRM1, or anti-FLAG
antibodies. Data shown are the results of one representative experiment from two independent
trials. Black arrowheads indicate specific binding. H and L indicate the heavy and light chains of
the agarose-conjugated anti-FLAG antibody; (B) Human embryonic kidney (HEK293T) cells were
transfected with NP-FLAG/pCAGGS and HA-NXT1/pCAGGS plasmids for 48 h, lysed, and incubated
with anti-FLAG agarose beads overnight at 4 °C. The agarose beads were collected, washed, and
subjected to WB analysis with anti- hemagglutinin (HA) and anti-FLAG antibodies. Data shown are
the results of one representative experiment from two independent trials; (C) HA-NXT1 protein was
immobilized on anti-HA agarose beads and co-incubated with purified NP-FLAG protein overnight
at 4 °C. The beads were collected, washed, and subjected to WB analysis with anti-FLAG and anti-HA
antibodies. Data shown are the results of one representative experiment from three independent trials.

To identify host factors that play a role in NP-mediated nuclear export of the influenza virus,
we collected a list of candidate host factors that have been reported to be involved in nuclear export
function and influenza virus replication, including NXT1, nucleoporin 153 (NUP153), NUP98, NUP62,
and E1B-AP5 [26,29,34]. To detect specific binding to NP, pull-down assays were carried out by
incubating whole cell lysates of HeLa cells with NP-FLAG immobilized on agarose beads. After
WB analysis with specific antibodies for each of the candidate host factors, we detected binding
between NP and NXT1 (Figure 1A). Influenza NS1, which is reported to bind to NXT1, E1B-AP5, and
NUP98 [29], was used as a positive control. However, we could not detect the interaction of NS1 with
NXT1, E1B-AP5, or NUP98, which may be due to a difference between assay systems, such as NS1
construction (90% identities), NS1 protein expression/purification quality, or the pull-down efficiency
of the tagged protein. Specific interaction between NP and CRM1 was reported previously [14],
and was used to verify our NP construction and pull-down assay system (Figure 1A). We further
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verified the binding of NP/NXT1 by immunoprecipitation using anti-FLAG agarose beads with
NP-FLAG and HA-NXT1 transfected HEK293T lysate. An NXT1 band was detected only in the lysate
of cells transfected with NP-FLAG, indicating specific binding of NP and NXT1 (Figure 1B). Finally,
we performed a pull-down assay using HA-NXT1-agarose beads and purified NP-FLAG protein
to confirm the NP/NXT1 binding (Figure 1C). Together, these findings demonstrate that NP binds
specifically to NXT1 protein.

3.2. NXT1 Promotes Replication of Influenza A Virus

We used siRNA knockdown of NXT1 to determine the function of NXT1 in influenza replication.
Since NXT1 plays a role in the nuclear export of cellular mRNA [35-37], tRNA, and U1 small nuclear
RNA (snRNA) [38], the host cells for infection, MDCK and A549, were partially knocked-down
with NXT1 siRNA and showed a decrease of NXT1 expression without an effect on the cell viability
(Figure 2A). In addition, this NXT1 knockdown system did not affect cellular protein expression, at
least of 3-actin and CRM]1, in the infected cells (Figure 2B). The short-term, 24 h NXT1-knockdown
cells were used for infection and WB analysis to avoid the effect of severe NXT1 depletion which might
increase the cytopathic effect of virus infection and cause reduced detection of cellular proteins. Viral
replication kinetics were then assessed at different time points post-infection and showed decreased
rates of viral replication in both NXT1-knockdown MDCK and A549 cells (Figure 2C). These results
indicate that NXT1 is necessary for promoting viral production and replication.
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Figure 2. NXT1 knockdown reduces viral replication kinetics. (A) Madin-Darby canine kidney (MDCK)
or A549 cells were transfected with control or NXT1 siRNA for 24 or 48 h. The cells were subjected to
WB analysis with anti-NXT1 and anti-B-actin antibodies (upper panel) or water-soluble tetrazolium
(WST-1) assay (lower panel). Data shown are the results from two independent experiments and
the mean values. (B) MDCK or A549 cells were transfected with control or NXT1 siRNA for 24 h
and infected with influenza A/WSN/33 virus at a multiplicity of infection (MOI) = 0.0001 for 18 h
and 48 h, respectively. The cells were then collected, lysed, and subjected to WB analysis with anti-WSN,
anti-NXT1, anti-CRM1, and anti-B-actin antibodies. (C) MDCK or A549 cells were transfected with
control or NXT1 siRNA for 24 h or 48 h, and infected with influenza A/WSN/33 virus at MOI = 0.0001.
Supernatants were collected at 14, 18, and 22 h post-infection (hpi) from MDCK cells, or at 24, 48,
and 72 hpi from A549 cells for virus titration by plaque assay. Viral replication kinetics were plotted
for virus titer and time post-infection. Data shown are the results from two independent experiments
(error bars) and the mean values.
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To investigate the role of NXT1 in viral replication, we monitored intracellular localization of
viral proteins and vRNA in the NXT1-knockdown/infected MDCK cells at different time points
post-infection. In the control siRNA-transfected cells, NP protein localized in the nucleus at 2 hpi
and was mainly in the cytoplasm at 4 hpi (Figure 3A, left panel), whereas in the NXT1-knockdown
cells, NP was still localized in the nucleus at 4 hpi and predominant nuclear localization at 6 hpi
(Figure 3A, right panel). Viral NP protein is synthesized in the cytoplasm before being imported into
the nucleus for vRNP assembly and exported to the cytoplasm for further viral particle assembly
and budding. Our results clearly demonstrate that NXT1 knockdown delays nuclear export of NP,
especially at 4 hpi with no cytoplasmic NP observed in the NXT-1 knockdown cells (Figure 3A,D). In
addition, M1 was also slightly accumulated in the nucleus of NXT1-knockdown cells, whereas there
was no effect on NEP localization (Figure 3B,C,E,F). We further investigated the effect of NXT1 on
vRNA localization by FISH staining of viral PB2 RNA. In control siRNA-transfected /infected cells,
PB2 RNA was detected primarily in the nucleus at 4 hpi, whereas at 6 hpi most of the PB2 RNA was
localized in the cytoplasm, with some localized at the plasma membrane (Figure 4A, left panel). In
contrast, PB2 RNA in 6 hpi/NXT1-knockdown cells was accumulated in the nucleus in a cluster-like
pattern (Figure 4A, right panel, B). In this experiment, a higher MOI (= 10) of virus was used to
facilitate visualization of the PB2 RNA, which might affect overall localization of NP. However, the
pattern of NP nuclear accumulation in the 4 hpi/NXT1-knockdown cells was similar to that observed
in Figure 3A, in the 6 hpi/NXT1-knockdown cells (MOI = 2). Altogether, these results suggest that
NXT1 plays a role in stimulating the nuclear export of NP, M1, and vRNA to promote viral replication.
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NP Hoechst Merge NP Hoechst Merge

2 hpi

6 hpi

4 hpi

"4
K
'4
("4
K

B M1 Hoechst Merge M1 Hoechst Merge

2 hpi

6 hpi 4 hpi
L ..

Figure 3. Cont.
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Figure 3. NXT1 knockdown accumulates viral NP and M1 proteins in the nucleus. (A-C) MDCK cells
were transfected with control or NXT1 siRNA for 48 h and infected with influenza A/WSN/33 virus at
MOI = 2. After 2, 4, or 6 hpi, the cells were analyzed by immunofluorescent staining with anti-NP (A);
anti-M1 (B); or anti-NEP (C) antibody, followed by Alexa Fluor 594 goat anti-mouse or Alexa Fluor 594
goat anti-rabbit antibody. Nuclei were counterstained with Hoechst 33342 and the cells were visualized
under an Olympus laser scanning confocal fluorescence microscope. White arrows indicate nuclear
accumulation of NP or M1 proteins; (D-F) Mean fluorescence intensity of NP, M1, and NEP in the
nucleus derived from (A-C) (normalized by the mean fluorescence intensity of Hoechst 33342, n > 50).
Data represent the mean + SD values from three independent experiments. * indicates a significant
difference at p < 0.05 (unpaired t-test).

A Control siRNA NXT1 siRNA B
NP and [J Cytoplasm
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Figure 4. NXT1 knockdown accumulates viral genomic RNA in the nucleus. (A) MDCK cells were
transfected with control or NXT1 siRNA for 48 h and infected with influenza A/WSN/33 virus at
MOI = 10. After 4 and 6 hpi, cells were subjected to fluorescence in situ hybridization (FISH) with a
PB2 segment-specific DNA probe conjugated to Quasar 670 for 16 h, followed by immunofluorescence
staining with anti-NP and Alexa Fluor 488 goat anti-mouse antibodies. Nuclei were counterstained
with Hoechst 33342 and cells were visualized with an Olympus laser scanning confocal fluorescence
microscope. White arrows indicate accumulation of PB2 RNA in the nucleus; (B) %Total cell count of
the cells with nuclear- or cytoplasmic-localization of PB2 RNA from (A) at 6 hpi (1 > 50). Data shown
are the results from two independent experiments (error bars) and the mean values.

3.3. NXT1 Stimulates NP Nuclear Export Via a CRM1-Dependent Pathway

We next verified the role of NXT1 in the nuclear export of NP using an NXT1 overexpression
system. Transfection of NP/pCAGGS alone into HeLa cells for 48 h resulted in 55% of the
cell population that exhibited NP localization in the cytoplasm (Figure 5A,B). Co-expression of
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NP/pCAGGS with FLAG-NXT1/pCAGGS resulted in an increased number of cells (79% of total
cell count) with NP cytoplasmic localization, which was similar to the results observed following
co-expression with FLAG-CRM1/pCAGGS (91% of total cell count) (Figure 5A,B). This indicates
that NXT1, like CRM1, promotes nuclear export of NP. LMB, an inhibitor of CRM1, was then used
to determine whether NXT1 and CRM1 interact to facilitate nuclear export of NP. LMB inhibited
cytoplasmic localization of NP in NP/pCAGGS-transfected cells (Figure 5A,B). Co-transfection of
FLAG-NXT1/pCAGGS with NP/pCAGGS could not reverse the effect of LMB on inhibition of
nuclear export of NP, whereas NP nuclear export was partially restored in cells co-transfected with
FLAG-CRM1/pCAGGS (Figure 5A,B). This result suggests that NXT1 promotes nuclear export of NP
via a CRM1-dependent pathway.

A () LMB 10 nM B

" ith " h [IMajor NP in nucleus
lerge wi erge wi . .
NP FLAG H:;%chst NP FLAG Hogechst [ Major NP in cytoplasm

100 -

80 A

()

60 -
40 -

%Total cell count

20

)
)

FLAG-NXT1
FLAG-CRM1
FLAG-NXT1
FLAG-CRM1

-
-
=

FLAG-CRM1 FLAG-NXT1

{10 nM)

Figure 5. NXT1 promotes the nuclear export of NP via a chromosome region maintenance 1
(CRM1)-dependent pathway. (A) HeLa cells were transfected with NP/pCAGGS and
FLAG-NXT1/pCAGGS or CRM1-FLAG/pCAGGS plasmids for 36 h before the addition of 10 nM
leptomycin B (LMB) and cultured for 12 h. Cells were then stained with anti-NP and anti-FLAG
antibodies followed by Alexa Fluor 594 goat anti-mouse and Alexa Fluor 488 goat anti-rabbit antibodies.
Nuclei were counterstained with Hoechst 33342 and the cells were visualized with an Olympus confocal
laser scanning microscope. N and C indicate predominant localization of NP in the nucleus and
cytoplasm, respectively; (B) % total cell count of the cells with nuclear- or cytoplasmic-localized NP
from (A) (n > 50). Data shown are the results from two independent experiments (error bars) and the
mean values.

3.4. NXT1 Forms a Complex with NP and CRM1

Since NP/CRM1 and NXT1/CRMI1 binding have been reported [14,39] and our data in this study
show an interaction between NXT1/NP, we further investigated complex formation between NP,
NXT1, and CRM1 by pull-down assay. We firstly confirmed and showed the binding of NXT1/CRM1
and CRM1/NP using HA-NXT1- or CRM1-HA-immobilized agarose beads with purified FLAG-CRM1
or NP-FLAG protein, respectively (Figure 6A,B). To investigate complex formation between all three
proteins, a competitive pull-down was performed by addition of FLAG-CRM1 protein to the NXT1/NP
binding system. NXT1/NP binding was increased in the presence of CRM1, suggesting that CRM1
and NP did not compete with each other to bind to NXT1, but rather promoted the formation of a
NXT1/NP/CRM1 complex (Figure 6C). Together, these findings suggest that NP, NXT1, and CRM1
proteins form a complex that promotes the nuclear export of NP.



Viruses 2016, 8, 209 11 of 15

A B c HA HA-NXT1
é":\\ Q\f‘v FLAG-CRMi(gr 0 0 041 03
F ¥ FE NP-FLAG| — —]
FLAG'CRWEI Pull-down: NP'FLAGE Pull-down: FLAG'CRW:] E)\;Il-'\c‘l)o(;v;\
HA—NXT1E| HANXT CRM1-HA‘1 CRMI-HA HANXT1 | P ——
FLAG-CRM1 EI NP-FLAG EI NP-FLAG | e e e d |
Input Input
HA-NXT1|::—E CRM1-HAE| FLAG-CRM1 | — o= ||imput
HA-NXT1 | e —

Figure 6. NXT1 forms a complex with NP and CRM1. HA-NXT1 or CRM1-HA protein was immobilized
on anti-HA agarose beads. HA-NXT1 agarose beads were then co-incubated with purified FLAG-CRM1
protein (A) and CRM1-HA agarose beads were co-incubated with purified NP-FLAG protein (B)
overnight at 4 °C. The agarose beads were collected, washed, and subjected to WB analysis with
anti-FLAG and anti-HA antibodies. Data shown are the results of one representative experiment from
two independent trials; and (C) HA-NXT1 agarose beads were co-incubated with purified NP-FLAG
and different amounts of purified FLAG-CRM1 proteins. The agarose beads were collected and
subjected to WB analysis with anti-FLAG and anti-HA antibodies. Data shown are the results of one
representative experiment from two independent trials.

3.5. NXT1 Interacts with the C-terminal Region of NP

To investigate the NXT1-binding site on NP protein, N-terminal NP constructs with FLAG tag
including NP 1-377, NP 1-247, and NP 1-160 (Figure 7A, left panel) were used for affinity pull-down
assay with HA-NXT1-immobilized agarose beads. All of the N-terminal NP constructs exhibited
reduced binding to NXT1, especially the NP 1-160, which almost completely lost binding capacity
(Figure 7A, right panel, B). This result indicates that the C-terminal region of NP is essential for
interaction with NXT1.

A
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Figure 7. NXT1 binds to the C-terminal region of NP. (A) Left panel shows a schematic of NP wild-type
(WT), the N-terminal partial constructs, and the NES domain mutants. Right panel shows intensity
(% NP WT) of the pull-down NP band divided by the input NP band from the WB analysis of (B,C).
Data shown are the results from two independent experiments (error bars) and the mean values;

(B,C) HA-NXT1 protein was immobilized on anti-HA agarose beads and co-incubated overnight with
purified N-terminal NP-FLAG (B) or NES mutant NP-FLAG (C). The beads were collected, washed,
and subjected to WB analysis with anti-FLAG and anti-HA antibodies. Black arrowheads indicate
binding of NXT1 and NP. H and L indicate the heavy and light chains of the agarose-conjugated
anti-HA antibody.
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NP contains three different NES domains (NES1, NES2, and NES3), of which NP-NES3 is
CRM1-dependent. Mutation of the hydrophobic residues L259, L264, or L266 of NP-NES3 has
been shown to partially decrease binding with CRM1 [14,40]. We further investigated whether
the NP-NES domain participates in binding with NXT1 using a series of NP-NES mutants, including
NP-NES1 (F39A/141A), NP-NES2 (M189A/M191A), or NP-NES3 (L264A /L266A) (Figure 7A, left
panel). No differences in the binding of the NXT1/NP-NES mutants were observed (Figure 7A, right
panel, C), which suggests that the NP-NES domains are dispensable for interaction with NXT1.

4. Discussion

Here, we identified NXT1 as a novel NP binding protein that stimulates the nuclear export
function of influenza NP via a CRM1-dependent pathway. NXT1, which is 26% identical to NTF2,
was discovered as a Ran-GTP binding protein that co-localizes with the nuclear pore complex (NPC)
and shuttles between the nucleus and cytoplasm [41,42]. Later studies showed that NXT1 is a critical
cofactor for TAP-mediated mRNA nuclear export by formation of a TAP/NXT1 heterodimer that
enhances the TAP/RNA interaction with nucleoporins at the NPC [35-37]. In addition, several reports
showed that NXT1 plays role in the nuclear export of different classes of RNA, such as Ul snRNA
and tRNA (in a CRM1-dependent manner [38]) and intron-containing RNA (in a CRM1-independent
manner [43]), as well as NES-containing proteins, such as protein kinase inhibitor (PKI) [41] and
human immunodeficiency virus 1 (HIV-1) Rev (in a CRM1-dependent manner [39]).

A role for NXT1 in CRM1-dependent nuclear export was demonstrated in digitonin-permeabilized
cells by the addition of NXT1, which stimulated the nuclear export of NES-containing protein PKI
and this stimulation is inhibited by LMB [41]. In addition, NXT1 is involved in the terminal step
of CRM1-mediated nuclear export [39]. HIV-1 Rev is targeted to the cytoplasmic side of NPC by
CRM1/Ran and requires NXT1 and RanBP1 for the terminal release step of CRM1/Rev into the
cytoplasm [39]. Moreover, NXT1 directly binds to CRM1, and cells expressing the NXT1 R107A mutant,
which reduces CRM1 binding, exhibit decreased nuclear export activity [39]. This mechanism may
explain our data showing that NXT1 promotes nuclear export of the influenza NP protein. We showed
direct binding of NP/CRM1 [14] and NXT1/NP (Figure 1, Figure 6, and Figure 7), while other studies
have reported binding of NXT1/CRM1 [39]. Our results also show that binding of CRM1 and NP to the
NXT1 was not competitive, and that NXT1 promoted nuclear export of NP only in the absence of LMB.
Therefore, NXT1 may form a complex with CRM1/NP to stimulate nuclear export of NP. Whether
this formation occurs in the nucleus or the cytoplasmic side of the NPC remains to be determined.
In addition, a specific interaction of NXT1 and the C-terminal region of viral NP may be used as a
target for identification of the virus-specific drug that does not affect host cell viability.

NXT1-promoted nuclear export of NP may be involved with influenza vRNP nuclear export
function. Although vRNP nuclear export was reported to depend on NEP [18], several publications
argue this finding, as LMB treatment inhibits nuclear export of vRNP, but not NEP [21,44], or identify
a NEP-independent vRNP nuclear export mechanism [24]. Our results show that NXT1 depletion
causes nuclear accumulation of NP, M1, and vRNA, which are components of vRNP. This may suggest
a role for NXT1 with CRM1, NP, and M1 in regulating vRNP nuclear export.

NXT1 and TAP-mediated nuclear export of influenza NP mRNA via association with NUP62 has
been reported, and knockdown of TAP but not NXT1 decreased NP mRNA expression [26]. Our data
indicates that NXT1 knockdown also does not affect the expression of NP, including HA protein, in
infected cells (Figure 2B). However, M1 and NA expression are decreased, which may suggest that
NXT1 selectively regulates the nuclear export of specific viral mRNA species. This is supported by the
finding that individual influenza mRNAs are differentially dependent on the cellular TAP, UAP56,
and Aly for nuclear export, e.g., HA mRNA is TAP-dependent; NS1 mRNA is UAP56-dependent;
and M1/M2 mRNAs are TAP-/UAP56-dependent [45]. In addition, TAP/NXT1 heterodimer forms
a complex with viral mRNA in vitro [26] which may involve the recruitment of mRNA to NPC for
nuclear export [35-37].
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In summary, we have identified a direct interaction between influenza NP and cellular NXT1 that
stimulates the nuclear export of NP and vRNA to promote viral replication. NXT1-mediated nuclear
export of NP occurs via a CRM1-dependent pathway. The specific binding of NP/NXT1 may be useful
as a novel target for the development of antiviral drugs with minimal cytotoxic effects.

Acknowledgments: We thank Yoshihiro Kawaoka (Institute of Medical Science, University of Tokyo, Tokyo,
Japan) for kindly providing the plasmids used for reverse genetics and Kazufumi Shimizu (Nihon University
School of Medicine, Tokyo, Japan) for kindly providing the polyclonal antibody against the influenza A/WSN/33
viral protein. We are grateful to the RIKEN BSI Research Resources Center for help with DNA sequencing analysis.
This work was supported in part by the International Research Fellow of the Japan Society for the Promotion of
Science (JSPS) and by a research project for improving food safety and animal health of the Ministry of Agriculture,
Forestry and Fisheries of Japan.

Author Contributions: Y.A. and N.C. conceived and designed the experiments; N.C. performed the experiments;
Y.A. and N.C. analyzed the data; Y.A. contributed reagents/materials/analysis tools; Y.A. and N.C. wrote
the paper.

Conflicts of Interest: The authors declare no conflict of interests.

References

1. Johnson, N.P.; Mueller, J. Updating the accounts: Global mortality of the 1918-1920 “Spanish” influenza
pandemic. Bull. Hist. Med. 2002, 76, 105-115. [CrossRef] [PubMed]

2. Dawood, FS,; Iuliano, A.D.; Reed, C.; Meltzer, M.I;; Shay, D.K.; Cheng, P.Y.; Bandaranayake, D.; Breiman, R.E;
Brooks, W.A.; Buchy, P; et al. Estimated global mortality associated with the first 12 months of 2009 pandemic
influenza a HINT1 virus circulation: A modelling study. Lancet Infect. Dis. 2012, 12, 687-695. [CrossRef]

3. Gao, R; Cao, B,; Hu, Y,; Feng, Z.; Wang, D.; Hu, W.; Chen, J; Jie, Z.; Qiu, H.; Xu, K,; et al. Human infection
with a novel avian-origin influenza A (H7N9) virus. N. Engl. ]. Med. 2013, 368, 1888-1897. [CrossRef]
[PubMed]

4. Gubareva, L.V,; Fry, A M. Current challenges in the risk assessment of neuraminidase inhibitor-resistant
influenza viruses. J. Infect. Dis. 2010, 201, 656-658. [CrossRef] [PubMed]

5. Hatakeyama, S.; Sugaya, N.; Ito, M.; Yamazaki, M.; Ichikawa, M.; Kimura, K.; Kiso, M.; Shimizu, H.;
Kawakami, C.; Koike, K.; et al. Emergence of influenza B viruses with reduced sensitivity to neuraminidase
inhibitors. JAMA 2007, 297, 1435-1442. [CrossRef] [PubMed]

6. Kiso, M.; Mitamura, K.; Sakai-Tagawa, Y.; Shiraishi, K.; Kawakami, C.; Kimura, K.; Hayden, EG.; Sugaya, N.;
Kawaoka, Y. Resistant influenza A viruses in children treated with oseltamivir: Descriptive study. Lancet
2004, 364, 759-765. [CrossRef]

7. Stephenson, I.; Democratis, J.; Lackenby, A.; McNally, T.; Smith, J.; Pareek, M.; Ellis, J.; Bermingham, A.;
Nicholson, K.; Zambon, M. Neuraminidase inhibitor resistance after oseltamivir treatment of acute influenza
A and B in children. Clin. Infect. Dis. 2009, 48, 389-396. [CrossRef] [PubMed]

8.  Aida, Y,; Sasaki, Y.; Hagiwara, K. Discovery of novel antiviral agents directed against the influenza A virus
nucleoprotein. In Antiviral Drugs—Aspects of Clinical Use and Recent Advances; Arbuthnot, P., Ed.; InTech.:
Rijeka, Croatia, 2012; pp. 99-120.

9. Cianci, C.; Gerritz, S.W.; Deminie, C.; Krystal, M. Influenza nucleoprotein: Promising target for antiviral
chemotherapy. Antivir. Chem. Chemother. 2013, 23, 77-91. [CrossRef] [PubMed]

10. Portela, A.; Digard, P. The influenza virus nucleoprotein: A multifunctional RNA-binding protein pivotal to
virus replication. J. Gen. Virol. 2002, 83, 723-734. [CrossRef] [PubMed]

11. Hagiwara, K; Kondoh, Y.; Ueda, A.; Yamada, K.; Goto, H.; Watanabe, T.; Nakata, T.; Osada, H.;
Aida, Y. Discovery of novel antiviral agents directed against the influenza A virus nucleoprotein using
photo-cross-linked chemical arrays. Biochem. Biophys. Res. Commun. 2010, 394, 721-727. [CrossRef] [PubMed]

12.  Gerritz, S.W.; Cianci, C.; Kim, S.; Pearce, B.C.; Deminie, C.; Discotto, L.; McAuliffe, B.; Minassian, B.F.;
Shi, S.; Zhu, S.; et al. Inhibition of influenza virus replication via small molecules that induce the formation
of higher-order nucleoprotein oligomers. Proc. Natl. Acad. Sci. USA 2011, 108, 15366—15371. [CrossRef]
[PubMed]

13. Kao, RY;; Yang, D.; Lau, L.S.; Tsui, WH.; Hu, L; Dai, J.; Chan, M.P,; Chan, C.M.; Wang, P; Zheng, B.J.;
et al. Identification of influenza A nucleoprotein as an antiviral target. Nat. Biotechnol. 2010, 28, 600-605.
[CrossRef] [PubMed]


http://dx.doi.org/10.1353/bhm.2002.0022
http://www.ncbi.nlm.nih.gov/pubmed/11875246
http://dx.doi.org/10.1016/S1473-3099(12)70121-4
http://dx.doi.org/10.1056/NEJMoa1304459
http://www.ncbi.nlm.nih.gov/pubmed/23577628
http://dx.doi.org/10.1086/650465
http://www.ncbi.nlm.nih.gov/pubmed/20100087
http://dx.doi.org/10.1001/jama.297.13.1435
http://www.ncbi.nlm.nih.gov/pubmed/17405969
http://dx.doi.org/10.1016/S0140-6736(04)16934-1
http://dx.doi.org/10.1086/596311
http://www.ncbi.nlm.nih.gov/pubmed/19133796
http://dx.doi.org/10.3851/IMP2235
http://www.ncbi.nlm.nih.gov/pubmed/22837443
http://dx.doi.org/10.1099/0022-1317-83-4-723
http://www.ncbi.nlm.nih.gov/pubmed/11907320
http://dx.doi.org/10.1016/j.bbrc.2010.03.058
http://www.ncbi.nlm.nih.gov/pubmed/20230782
http://dx.doi.org/10.1073/pnas.1107906108
http://www.ncbi.nlm.nih.gov/pubmed/21896751
http://dx.doi.org/10.1038/nbt.1638
http://www.ncbi.nlm.nih.gov/pubmed/20512121

Viruses 2016, 8, 209 14 of 15

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

Chutiwitoonchai, N.; Kakisaka, M.; Yamada, K.; Aida, Y. Comparative analysis of seven viral nuclear export
signals (NESs) reveals the crucial role of nuclear export mediated by the third NES consensus sequence of
nucleoprotein (NP) in influenza A virus replication. PLoS ONE 2014, 9, e105081. [CrossRef] [PubMed]
Kakisaka, M.; Mano, T.; Aida, Y. A high-throughput screening system targeting the nuclear export pathway
via the third nuclear export signal of influenza A virus nucleoprotein. Virus Res. 2016, 217, 23-31. [CrossRef]
[PubMed]

Kakisaka, M.; Sasaki, Y.; Yamada, K.; Kondoh, Y.; Hikono, H.; Osada, H.; Tomii, K.; Saito, T.; Aida, Y. A novel
antiviral target structure involved in the RNA binding, dimerization, and nuclear export functions of the
influenza A virus nucleoprotein. PLoS Pathog. 2015, 11, e1005062. [CrossRef] [PubMed]

Akarsu, H.; Burmeister, W.P,; Petosa, C.; Petit, I.; Muller, C.W.; Ruigrok, R.W.; Baudin, F. Crystal structure of
the M1 protein-binding domain of the influenza A virus nuclear export protein (NEP/NS2). EMBO ]. 2003,
22,4646-4655. [CrossRef] [PubMed]

O'Neill, R.E.; Talon, J.; Palese, P. The influenza virus NEP (NS2 protein) mediates the nuclear export of viral
ribonucleoproteins. EMBO ]. 1998, 17, 288-296. [CrossRef] [PubMed]

Brunotte, L.; Flies, J.; Bolte, H.; Reuther, P; Vreede, F.; Schwemmle, M. The nuclear export protein of H5N1
influenza a viruses recruits matrix 1 (M1) protein to the viral ribonucleoprotein to mediate nuclear export.
J. Biol. Chem. 2014, 289, 20067-20077. [CrossRef] [PubMed]

Kudo, N.; Matsumori, N.; Taoka, H.; Fujiwara, D.; Schreiner, E.P.; Wolff, B.; Yoshida, M.; Horinouchi, S.
Leptomycin B inactivates CRM1/exportin 1 by covalent modification at a cysteine residue in the central
conserved region. Proc. Natl. Acad. Sci. USA 1999, 96, 9112-9117. [CrossRef] [PubMed]

Watanabe, K.; Takizawa, N.; Katoh, M.; Hoshida, K.; Kobayashi, N.; Nagata, K. Inhibition of nuclear export
of ribonucleoprotein complexes of influenza virus by leptomycin B. Virus Res. 2001, 77, 31-42. [CrossRef]
Perwitasari, O.; Johnson, S.; Yan, X.; Howerth, E.; Shacham, S.; Landesman, Y.; Baloglu, E.; McCauley, D.;
Tamir, S.; Tompkins, S.M.; et al. Verdinexor, a novel selective inhibitor of nuclear export, reduces influenza A
virus replication in vitro and in vivo. J. Virol. 2014, 88, 10228-10243. [CrossRef] [PubMed]

Watanabe, K.; Fuse, T.; Asano, I.; Tsukahara, F; Maru, Y.; Nagata, K.; Kitazato, K.; Kobayashi, N. Identification
of Hsc70 as an influenza virus matrix protein (M1) binding factor involved in the virus life cycle. FEBS Lett.
2006, 580, 5785-5790. [CrossRef] [PubMed]

Watanabe, K.; Shimizu, T.; Noda, S.; Tsukahara, F.; Maru, Y.; Kobayashi, N. Nuclear export of the influenza
virus ribonucleoprotein complex: Interaction of Hsc70 with viral proteins M1 and NS2. FEBS Open Bio 2014,
4, 683-688. [CrossRef] [PubMed]

Hu, Y,; Liu, X,; Zhang, A.; Zhou, H,; Liu, Z.; Chen, H.; Jin, M. CHD3 facilitates vVRNP nuclear export by
interacting with NES1 of influenza A virus NS2. Cell. Mol. Life Sci. 2015, 72, 971-982. [CrossRef] [PubMed]
Morita, M.; Kuba, K.; Ichikawa, A.; Nakayama, M.; Katahira, J.; Iwamoto, R.; Watanebe, T.; Sakabe, S.;
Daidoji, T.; Nakamura, S.; et al. The lipid mediator protectin D1 inhibits influenza virus replication and
improves severe influenza. Cell 2013, 153, 112-125. [CrossRef] [PubMed]

Munier, S.; Rolland, T.; Diot, C.; Jacob, Y.; Naffakh, N. Exploration of binary virus-host interactions using an
infectious protein complementation assay. Mol. Cell. Proteom. 2013, 12, 2845-2855. [CrossRef] [PubMed]
Chen, J.; Huang, S.; Chen, Z. Human cellular protein nucleoporin hNup98 interacts with influenza A virus
NS2/nuclear export protein and overexpression of its GLFG repeat domain can inhibit virus propagation.
J. Gen. Virol. 2010, 91, 2474-2484. [CrossRef] [PubMed]

Satterly, N.; Tsai, PL.; van Deursen, J.; Nussenzveig, D.R.; Wang, Y.; Faria, PA.; Levay, A.; Levy, D.E,;
Fontoura, B.M. Influenza virus targets the mRNA export machinery and the nuclear pore complex. Proc.
Natl. Acad. Sci. USA 2007, 104, 1853-1858. [CrossRef] [PubMed]

Neumann, G.; Watanabe, T.; Ito, H.; Watanabe, S.; Goto, H.; Gao, P.; Hughes, M.; Perez, D.R.; Donis, R.;
Hoffmann, E.; et al. Generation of influenza A viruses entirely from cloned cDNAs. Proc. Natl. Acad. Sci. USA
1999, 96, 9345-9350. [CrossRef] [PubMed]

Hagiwara, K.; Murakami, T.; Xue, G.; Shimizu, Y.; Takeda, E.; Hashimoto, Y.; Honda, K.; Kondoh, Y,;
Osada, H.; Tsunetsugu-Yokota, Y.; et al. Identification of a novel Vpr-binding compound that inhibits
HIV-1 multiplication in macrophages by chemical array. Biochem. Biophys. Res. Commun. 2010, 403, 40—45.
[CrossRef] [PubMed]


http://dx.doi.org/10.1371/journal.pone.0105081
http://www.ncbi.nlm.nih.gov/pubmed/25119991
http://dx.doi.org/10.1016/j.virusres.2016.02.007
http://www.ncbi.nlm.nih.gov/pubmed/26948263
http://dx.doi.org/10.1371/journal.ppat.1005062
http://www.ncbi.nlm.nih.gov/pubmed/26222066
http://dx.doi.org/10.1093/emboj/cdg449
http://www.ncbi.nlm.nih.gov/pubmed/12970177
http://dx.doi.org/10.1093/emboj/17.1.288
http://www.ncbi.nlm.nih.gov/pubmed/9427762
http://dx.doi.org/10.1074/jbc.M114.569178
http://www.ncbi.nlm.nih.gov/pubmed/24891509
http://dx.doi.org/10.1073/pnas.96.16.9112
http://www.ncbi.nlm.nih.gov/pubmed/10430904
http://dx.doi.org/10.1016/S0168-1702(01)00263-5
http://dx.doi.org/10.1128/JVI.01774-14
http://www.ncbi.nlm.nih.gov/pubmed/24965445
http://dx.doi.org/10.1016/j.febslet.2006.09.040
http://www.ncbi.nlm.nih.gov/pubmed/17022977
http://dx.doi.org/10.1016/j.fob.2014.07.004
http://www.ncbi.nlm.nih.gov/pubmed/25161876
http://dx.doi.org/10.1007/s00018-014-1726-9
http://www.ncbi.nlm.nih.gov/pubmed/25213355
http://dx.doi.org/10.1016/j.cell.2013.02.027
http://www.ncbi.nlm.nih.gov/pubmed/23477864
http://dx.doi.org/10.1074/mcp.M113.028688
http://www.ncbi.nlm.nih.gov/pubmed/23816991
http://dx.doi.org/10.1099/vir.0.022681-0
http://www.ncbi.nlm.nih.gov/pubmed/20554795
http://dx.doi.org/10.1073/pnas.0610977104
http://www.ncbi.nlm.nih.gov/pubmed/17267598
http://dx.doi.org/10.1073/pnas.96.16.9345
http://www.ncbi.nlm.nih.gov/pubmed/10430945
http://dx.doi.org/10.1016/j.bbrc.2010.10.107
http://www.ncbi.nlm.nih.gov/pubmed/21036153

Viruses 2016, 8, 209 15 of 15

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

45.

Chou, Y.Y;; Heaton, N.S.; Gao, Q.; Palese, P; Singer, R.H.; Lionnet, T. Colocalization of different influenza
viral RNA segments in the cytoplasm before viral budding as shown by single-molecule sensitivity FISH
analysis. PLoS Pathog. 2013, 9, e1003358. [CrossRef]

Sasaki, Y.; Kakisaka, M.; Chutiwitoonchai, N.; Tajima, S.; Hikono, H.; Saito, T.; Aida, Y. Identification of
a novel multiple kinase inhibitor with potent antiviral activity against influenza virus by reducing viral
polymerase activity. Biochem. Biophys. Res. Commun. 2014, 450, 49-54. [CrossRef] [PubMed]

Hao, L.; Sakurai, A.; Watanabe, T.; Sorensen, E.; Nidom, C.A.; Newton, M.A.; Ahlquist, P.; Kawaoka, Y.
Drosophila RNAi screen identifies host genes important for influenza virus replication. Nature 2008, 454,
890-893. [CrossRef] [PubMed]

Braun, I.C.; Herold, A.; Rode, M.; Conti, E.; Izaurralde, E. Overexpression of TAP /p15 heterodimers bypasses
nuclear retention and stimulates nuclear mRNA export. J. Biol. Chem. 2001, 276, 20536-20543. [CrossRef]
[PubMed]

Levesque, L.; Guzik, B.; Guan, T.; Coyle, ].; Black, B.E.; Rekosh, D.; Hammarskjold, M.L.; Paschal, B.M. RNA
export mediated by TAP involves NXT1-dependent interactions with the nuclear pore complex. J. Biol. Chem.
2001, 276, 44953-44962. [CrossRef] [PubMed]

Wiegand, H.L.; Coburn, G.A.; Zeng, Y.; Kang, Y.; Bogerd, H.P; Cullen, B.R. Formation of TAP/NXT1
heterodimers activates TAP-dependent nuclear mRNA export by enhancing recruitment to nuclear pore
complexes. Mol. Cell. Biol. 2002, 22, 245-256. [CrossRef] [PubMed]

Ossareh-Nazari, B.; Maison, C.; Black, B.E.; Levesque, L.; Paschal, B.M.; Dargemont, C. RanGTP-binding
protein NXT1 facilitates nuclear export of different classes of RNA in vitro. Mol. Cell. Biol. 2000, 20,
4562-4571. [CrossRef] [PubMed]

Black, B.E.; Holaska, ].M.; Levesque, L.; Ossareh-Nazari, B.; Gwizdek, C.; Dargemont, C.; Paschal, B.M.
NXT1 is necessary for the terminal step of CRM1-mediated nuclear export. J. Cell Biol. 2001, 152, 141-155.
[CrossRef] [PubMed]

Yu, M,; Liu, X;; Cao, S.; Zhao, Z.; Zhang, K; Xie, Q.; Chen, C.; Gao, S.; Bi, Y,; Sun, L.; et al. Identification and
characterization of three novel nuclear export signals in the influenza A virus nucleoprotein. J. Virol. 2012,
86, 4970-4980. [CrossRef] [PubMed]

Black, B.E.; Levesque, L.; Holaska, ].M.; Wood, T.C.; Paschal, B.M. Identification of an NTF2-related factor
that binds Ran-GTP and regulates nuclear protein export. Mol. Cell. Biol. 1999, 19, 8616-8624. [CrossRef]
[PubMed]

Katahira, J.; Strasser, K.; Podtelejnikov, A.; Mann, M.; Jung, ].U.; Hurt, E. The Mex67p-mediated nuclear
mRNA export pathway is conserved from yeast to human. EMBO ]. 1999, 18, 2593-2609. [CrossRef]
[PubMed]

Guzik, B.W,; Levesque, L.; Prasad, S.; Bor, Y.C.; Black, B.E.; Paschal, B.M.; Rekosh, D.; Hammarskjold, M.L.
NXT1 (p15) is a crucial cellular cofactor in TAP-dependent export of intron-containing RNA in mammalian
cells. Mol. Cell. Biol. 2001, 21, 2545-2554. [CrossRef] [PubMed]

Elton, D.; Simpson-Holley, M.; Archer, K.; Medcalf, L.; Hallam, R.; McCauley, J.; Digard, P. Interaction of the
influenza virus nucleoprotein with the cellular CRM1-mediated nuclear export pathway. J. Virol. 2001, 75,
408-419. [CrossRef] [PubMed]

Read, E.K.; Digard, P. Individual influenza A virus mRNAs show differential dependence on cellular
NXF1/TAP for their nuclear export. J. Gen. Virol. 2010, 91, 1290-1301. [CrossRef] [PubMed]

@ © 2016 by the authors; licensee MDPI, Basel, Switzerland. This article is an open access
@ article distributed under the terms and conditions of the Creative Commons Attribution

(CC-BY) license (http:/ /creativecommons.org/licenses/by/4.0/).


http://dx.doi.org/10.1371/annotation/8f53e7f2-2348-436f-b37e-a883a01e9bbd
http://dx.doi.org/10.1016/j.bbrc.2014.05.058
http://www.ncbi.nlm.nih.gov/pubmed/24858693
http://dx.doi.org/10.1038/nature07151
http://www.ncbi.nlm.nih.gov/pubmed/18615016
http://dx.doi.org/10.1074/jbc.M100400200
http://www.ncbi.nlm.nih.gov/pubmed/11259411
http://dx.doi.org/10.1074/jbc.M106558200
http://www.ncbi.nlm.nih.gov/pubmed/11579093
http://dx.doi.org/10.1128/MCB.22.1.245-256.2002
http://www.ncbi.nlm.nih.gov/pubmed/11739738
http://dx.doi.org/10.1128/MCB.20.13.4562-4571.2000
http://www.ncbi.nlm.nih.gov/pubmed/10848583
http://dx.doi.org/10.1083/jcb.152.1.141
http://www.ncbi.nlm.nih.gov/pubmed/11149927
http://dx.doi.org/10.1128/JVI.06159-11
http://www.ncbi.nlm.nih.gov/pubmed/22345439
http://dx.doi.org/10.1128/MCB.19.12.8616
http://www.ncbi.nlm.nih.gov/pubmed/10567585
http://dx.doi.org/10.1093/emboj/18.9.2593
http://www.ncbi.nlm.nih.gov/pubmed/10228171
http://dx.doi.org/10.1128/MCB.21.7.2545-2554.2001
http://www.ncbi.nlm.nih.gov/pubmed/11259602
http://dx.doi.org/10.1128/JVI.75.1.408-419.2001
http://www.ncbi.nlm.nih.gov/pubmed/11119609
http://dx.doi.org/10.1099/vir.0.018564-0
http://www.ncbi.nlm.nih.gov/pubmed/20071484
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/

	Introduction 
	Materials and Methods 
	Cells, Viruses, and Transfections 
	Plasmid Construction 
	Pull-down and Immunoprecipitation Assays 
	Western Blot Analysis 
	NXT1 Knockdown 
	Cell Viability 
	Virus Replication 
	Immunofluorescence Staining 
	Fluorescence In Situ Hybridization (FISH) 

	Results 
	Identification of NXT1 as a Binding Partner of Influenza NP 
	NXT1 Promotes Replication of Influenza A Virus 
	NXT1 Stimulates NP Nuclear Export Via a CRM1-Dependent Pathway 
	NXT1 Forms a Complex with NP and CRM1 
	NXT1 Interacts with the C-terminal Region of NP 

	Discussion 

