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Supplem Figure 03a. ORF1.242nt : 294 partial HEV-3 genome sequences spanning the region
Burma.M73218 :125-366 nt
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Supplem Figure 03b. Molecular phylogenetic analysis of: ORF2.280nt (left): 665 partial HEV-3 genome
sequences spanning the region Burma.M73218 : 6017-6296 nt
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Supplem Figure 03c. ORF2.241nt: 156 partial HEV-3 genome sequences spanning the region

Burma.M73218 : 5596-5836 nt
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