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HO625439
NC_014326
PX123224
PX245442

HO625439
NC 014326
Px123224
PX245442

HO625439
NC_014326
PX123224
PX245442

HO625439
NC 014326
Px123224
PX245442

HQ625439
NC_014326
PX123224
PX245442

HO625439
NC 014326
PX123224
PX245442

H0625439
NC 014326
PX123224
PX245442

HQ625439
NC 014326
PX123224
PX245442

HO625439
NC 014326
PX123224
PX245442

HQ625439
NC 014326
PX123224
PX245442

ATGGAGATCGGCAAAGGCTACACTCTCGAGGAGGTGCTTAGATATTCTAACAAAGATGTC
ATGGAAATCGGCAAAGGCTACACTCTCGAGGAGGTGCTTAGATATTCTAACAAAGATGTC
ATGGAAATCGGCAAAGGCTACACTCTCGAGGAGGTGCTTAGATATTCTAACAAAGATGTC
ATGGAAATCGGCAAAGGCTACACTCTCGAGGAGGTGCTTAGATATTCTAACAAAGATGTC

R R R R I I R I R R I R R I R R R I b b b I b R R b b b b b b b b b i i

GTGGATTTTCATTTGTCTTGTGCTTTTTGCTCTACTACTATGGATCATAACGAGAAGGCC
GTGGATTTTCATTTGTCTTGTGCTTTTTGCTCTACTACTATGGATCATAACGAGAAGGCC
GTGGATTTTCATTTGTCTTGTGCTTTTTGCTCTACTACTATGGATCATAACGAGAAGGCC
GTGGATTTTCATTTGTCTTGTGCTTTTTGCTCTACTACTATGGATCATAACGAGAAGGCC

KA KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AR KA KA KKK

AGATTCTTACATGCTAAATTGAAATGTGTTGTTAGAGATTTTGCTTTTAAAGGTGCTTGT
AGATTCATACAGGCTAAATTGAAATGTGTTGTTAGAGATTTTGCTTTTAAAGGTGCTTGT
AGATTCATACAGGCTAAATTGAAATGTGTTGTTAGAGATTTTGCTTTTAAAGGTGCTTGT
AGATTCATACAGGCTAAATTGAAATGTGTTGTTAGAGATTTTGCTTTTAAAGGTGCTTGT

R R R R S R S R R R R R R R R R R R R I

ATTGTGTGCCGCAGACAGCTTGCTTGCAAGGAAAAGCTTTTGCATACTAGAGTTACAGGG
ATTGTGTGCCGCAGACAGCTTGCTTGCAAGGAAAAGCTTTTGCATACTAGAGTTACAGGG
ATTGTGTGCCGCAGACAGCTTGCTTGCAAGGAAAAGCTTTTGCATACTAGAGTTACAGGG
ATTGTGTGCCGCAGACAGCTTGCTTGCAAGGAAAAGCTTTTGCATACTAGAGTTACAGGG

R R R R R R R R R R R R R R R R R R R R R R I

GAGGCTGATTTGGTAGAGTGCATGGCTGGTAAGAATATTGTGTTTGTTACTGTAAGATGT
GAGGCTGATTTGGTAGAGTGCATGGCTGGCAAGAATATTGTGTTTGTTACTGTAAGATGT
GAGGCTGATTTGGTAGAGTGCATGGCTGGCAAGAATATTGTGTTTGTTACTGTAAGATGT
GAGGCTGATTTGGTAGAGTGCATGGCTGGCAAGAATATTGTGTTTGTTACTGTAAGATGT

KAKXKAKAKAKAKA KA AKX AKX AKX AKX AKX A AKAKAKAAKAKAAX AKX KA AKX AKX A A AKX XA A A A AKX XA XA XA KA XA XA XA XA KKK

GTTACGTGCCTGGCACTCCTTACTGCCTCTGAAAAGCTTGATGCCAAAGCGTGCGGCTTG
GTTACGTGCCTGGCACTCCTTACTGCCTCTGAAAAGCTTGATGCCAAAGCGTGCGGCTTG
GTTACGTGCCTGGCACTCCTTACTGCCTCTGAAAAGCTTGATGCCAAAGCGTGCGGCTTG
GTTACGTGCCTGGCACTCCTTACTGCCTCTGAAAAGCTTGATGCCAAAGCGTGCGGCTTG

R R R R R R R R R R R R R R R R R R R R R R R

CCATTTCACTTGGTGCGCCACATGTGGAGAGGCTACTGCGGGTTCTGCAAACCATCACTA
CCATTTCACTTGGTGCGCCACATGTGGAGAGGCTACTGCGGGTTCTGCAAACCATTACTA
CCATTTCACTTGGTGCGCCACATGTGGAGAGGCTACTGCGGGTTCTGCAAACCATTACTA
CCATTTCACTTGGTGCGCCACATGTGGAGAGGCTACTGCGGGTTCTGCAAACCATTACTA

KKK KA KA KA A KA KA A A A KA A A A A A A A A A A A A A A A A A A A A A KA A A A A A A A AAA AR AR A KA KA AKX AKXk K

TAATGCAGGGCCCATTACCAACAATTGCTGACATCGAGATTCAGAATCTCGACTCACTTT
TAATGCAGGGCCCATTACCAACAATTGCTGACATCGAGATTCAGAATCTCGACTCACTTT
TAATGCAGGGCCCATTACCAACAATTGCTGACATCGAGATTCAGAATCTCGACTCACTTT
TAATGCAGGGCCCATTACCAACAATTGCTGACATCGAGATTCAGAATCTCGACTCACTTT

R R R R R R R R R R R R R R R R R R R R R R

TGGGTGTTGGTGAGCCTGACCCACCCGATGTTGGGTCATCATCGTTGTCACCAGACTCGT
TGGGTGTTGGTGAGCCTGACCTACCCGATGTTGGGTCATCATCGTTGTCACCAGACTCGT
TGGGTGTTGGTGAGCCTGACCTACCCGATGTTGGGTCATCATCGTTGTCACCAGACTCGT
TGGGTGTTGGTGAGCCTGACCTACCCGATGTTGGGTCATCATCGTTGTCACCAGACTCGT

KAKKAAKA KA AKX AKX KA AKX KAKAKAKAKAAX A A A A KA A KA A A A A A A A A A A A A A A AR A AR AR AR AR KN KN KK KK

TAGGAGAAGAGGAGGAGCTGGAGCTGGAGACTATCGATGTAGATCCTTACAGGATTAAAA
TAGGAGAAGAGGAGGAGCTGGAGCTGGAGACTATCGATGTAGATCCTTACAGGATTAAAA
TAGGAGAAGAGGAGGAGCTGGAGCTGGAGACTATCGATGTAGATCCTTACAGGATTAAAA
TAGGAGAAGAGGAGGAGCTGGAGCTGGAGACTATCGATGTAGATCCTTACAGGATTAAAA
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CAACCTGCTTTTGCTGCGACACTGTTCTCCGGTTCATAATTGTGACCGGAGACGACTCGG
CAACCTGCTTTTGCTGCGACACTGTTCTCCGGTTCATAATTGTGACCGGAGACGACTCGG
CAACCTGCTTTTGCTGCGACACTGTTCTCCGGTTCATAATTGTGACCGGAGACGACTCGG
CAACCTGCTTTTGCTGCGACACTGTTCTCCGGTTCATAATTGTGACCGGAGACGACTCGG

R R R R R R R I I I I R I I R R I I R R I h b b E b b E E dE b b b b b b b b b i i

TGAAGGCATTCGAGTCACTGCTTCTGCAGGATCTTAGCTTTCTCTGCCCACACTGCGTCG
TGAAAGCATTCGAGTCACTGCTTCTGCAGGATCTTAGCTTTGTCTGCCCGCACTGCGTCG
TGAAAGCATTCGAGTCACTGCTTCTGCAGGATCTTAGCTTTGTCTGCCCGCACTGCGTCG
TGAAAGCATTCGAGTCACTGCTTCTGCAGGATCTTAGCTTTGTCTGCCCGCACTGCGTCG

KAKAK AAKAAAKAAAAAXAAAAAAAAAAAXAAAAAXAAAXAAAKAAAKX AXXAXAXAXAKX AAXXAXAXA XA KKK

CGTCGTACGTGAACCTCAGAAATGGAAAACGATAAGGGTACAGGGCAGTATTCTGGATGG
CGTCGTACGTGAACCTCAGAAATGGAAAACGATAAAGGTACAGGGCAGTATTCTGGATGG
CGTCGTACGTGAACCTCAGAAATGGAAAACGATAAAGGTACAGGGCAGTATTCTGGATGG
CGTCGTACGTGAACCTCAGAAATGGAAAACGATAAAGGTACAGGGCAGTATTCTGGATGG

R R R R R I R I b b b b I I R E I b b b E E b S b b b b I b E E h b b b b b b b b b b b i i

TGTTTTATAGATAATGAGGCTGAATGTGTGGATGATGTGGGTTCCCTGGATAACTTAGAG
TGTTTTATAGATAATGAGGCTGAATGTGTGGATGATGTGGGTTCCTTGGATAACTTAGAG
TGTTTTATAGATAATGAGGCTGAATGTGTGGATGATGTGGGTTCCTTGGATAACTTAGAG
TGTTTTATAGATAATGAGGCTGAATGTGTGGATGATGTGGGTTCCTTGGATAACTTAGAG

KKK KA KA KA KA A A A KA A A A A A A A A A A A A A A A A A AA A A AAAAKAAAKAAAAKXN AXXAXAXAXAXAXA AKX KKK

GCATTGTTTGAGCAGAGTACCCAGGGATCATTCATTGACAGTGATGAGGTGGATCAGGGA
GCATTGTTTGAGCAGAGTACCCAGGGATCATTCATTGACAATGATGAGGTGGATCAGGGA
GCATTGTTTGAGCAGAGTACCCAGGGATCATTCATTGACAATGATGAGGTGGATCAGGGA
GCATTGTTTGAGCAGAGTACCCAGGGATCATTCATTGACAATGATGAGGTGGATCAGGGA

R R R R R R R R R R R R I S R R R R R I

AATTCCTTGGCATTGCTTTCAGAGCAGTTATTTGCAACTGATGAGCAACAGATTGCAGCC
AATTCCTTGGCATTGCTTTCAGAGCAGTTATTTGCAACTGATGAGCAACAGATTGCAGCC
AATTCCTTGGCATTGCTTTCAGAGCAGTTATTTGCAACTGATGAGCAACAGATTGCAGCC
AATTCCTTGGCATTGCTTTCAGAGCAGTTATTTGCAACTGATGAGCAACAGATTGCAGCC

KKK KA A A A A A AR A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AR A AR AR AR KK KK

CTAAAACGAAAGTATGCCGCGACACCTAAGAAAAAAACGGTAGAAATCGAAAATCTGAGT
CTAAAACGAAAGTATGCCGCGACACCTAAGAAAAAAACGGTAGAAATCGAAAATCTGAGT
CTAAAACGAAAGTATGCCGCGACACCTAAGAAAAAAACGGTAGAAATCGAAAATCTGAGT
CTAAAACGAAAGTATGCCGCGACACCTAAGAAAAAAACGGTAGAAATCGAAAATCTGAGT

R R R R R R R R R R R R R R R R R R R R R

CCTAGACTAGAGTCCGTCAGCATTTCACCTAAAGGAAAGAGCAGGAGACGGTTGTTTGAC
CCTAGATTAGAGTCCGTCAGCATTTCACCTAAAGGAAAGAGCAGGAGACGGTTGTTTGAC
CCTAGATTAGAGTCCGTCAGCATTTCACCTAAAGGAAAGAGCAGGAGACGGTTGTTTGAC
CCTAGATTAGAGTCCGTCAGCATTTCACCTAAAGGAAAGAGCAGGAGACGGTTGTTTGAC

R I R R R R R R R R R R R R R R R R R R

AGCGGAATAGGACATGAAACTCAAGATACTCCTTCGGGGAGCGAGGTACCTATGAGCATA
AGCGGAATAGGACATGAAACTCAAGATACTCCTTCGGGGAGCGAGGTACCTATGAGCATA
AGCGGAATAGGACATGAAACTCAAGATACTCCTTCGGGGAGCGAGGTACCTATGAGCATA
AGCGGAATAGGACATGAAACTCAAGATACTCCTTCGGGGAGCGAGGTACCTATGAGCATA

R IRk kb bk b b b b b b b b b b b b b b b bk b b b b b b b b b b b b b b b b b b kb b b b b b b b i

TCTGGGTCTAGTTCAGCCAATTCAAGCATAGGAAGCCAGTGCGAGAGCGAGCAGGTAAAT
TCTGGGTCTAGTTCAGCCAATTCAAGCATAGGAAGCCAGTGCGAGAGCGAGCAGGTAAAT
TCTGGGTCTAGTTCAGCCAATTCAAGCATAGGAAGCCAGTGCGAGAGCGAGCAGGTAAAT
TCTGGGTCTAGTTCAGCCAATTCAAGCATAGGAAGCCAGTGCGAGAGCGAGCAGGTAAAT
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AGTAACACTTTGATTTCTTCTGAAGATTTGCTTAGAACAAGTAATAGATTGGCAGGGTGC
AGTAACACTTTGATTTCTTCTGAAGATTTGCTTAGAACAAGTAATAGATTGGCAGGGTGC
AGTAACACTTTGATTTCTTCTGAAGATTTGCTTAGAACAAGTAATAGATTGGCAGGGTGC
AGTAACACTTTGATTTCTTCTGAAGATTTGCTTAGAACAAGTAATAGATTGGCAGGGTGC

KA KA KA KA A A A A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AN XA KK KK

TATGCGAGGTTTAAGGAGGCATTTGGGTGCAGCTTCACCGATCTAACGCGTAGCTTTAAG
TATGCGAGGTTTAAGGAGGCATTTGGGTGCAGCTTCACCGATCTAACGCGTAGCTTTAAG
TATGCGAGGTTTAAGGAGGCATTTGGGTGCAGCTTCACCGATCTAACGCGTAGCTTTAAG
TATGCGAGGTTTAAGGAGGCATTTGGGTGCAGCTTCACCGATCTAACGCGTAGCTTTAAG

R R R R R R R I I R I I I R R R R I E E E I b b R E b b b b b b b b b b b i i

AGTGATAAGACATGTAGTCCGAATTGGGTCGTAGCTGTGTTTGGGGCTAGAGAACATTTG
AGTGATAAGACATGTAGTCCGAATTGGGTCGTAGCTGTGTTTGGGGCTAGAGAACATTTG
AGTGATAAGACATGTAGTCCGAATTGGGTCGTAGCTGTGTTTGGGGCTAGAGAACATTTG
AGTGATAAGACATGTAGTCCGAATTGGGTCGTAGCTGTGTTTGGGGCTAGAGAACATTTG

KA KA A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AR KA AR KK

TTGCAGGCCTTACATGATGTGTGGAAGAACACCTATGAGTACTGCCAAGATACAACAAGT
TTGCAGGCCTTACATGATGTGTGGAAGAACACCTATGAGTACTGCCAAGATACAACAAGT
TTGCAGGCCTTACATGATGTGTGGAAGAACACCTATGAGTACTGCCAAGATACAACAAGT
TTGCAGGCCTTACATGATGTGTGGAAGAACACCTATGAGTACTGCCAAGATACAACAAGT

R R R R R R R R R R R R R R R R R R R R I

TATGCAGGGAATAGAAAGGTGAACTTGCTGCTTATGGAGCTGAAGGTAGGTAGGAGCAGA
TATGCAGGGAATAGAAAGGTGAACTTGCTGCTTATGGAGCTGAAGGTAGGTAGGAGCAGA
TATGCAGGGAATAGAAAGGTGAACTTGCTGCTTATGGAGCTGAAGGTAGGTAGGAGCAGA
TATGCAGGGAATAGAAAGGTGAACTTGCTGCTTATGGAGCTGAAGGTAGGTAGGAGCAGA

R R R R R R R R R R R R R R R R R R R R

CTCACATTGCGGAGACAGCTTTCCGCCATGTTAGGTGTGGATGAGTTGTTAATACTCGCC
CTCACATTGCGGAGACAGCTTTCCGCCATGTTAGGTGTGGATGAGTTGTTAATACTCGCC
CTCACATTGCGGAGACAGCTTTCCGCCATGTTAGGTGTGGATGAGTTGTTAATACTCGCC
CTCACATTGCGGAGACAGCTTTCCGCCATGTTAGGTGTGGATGAGTTGTTAATACTCGCC

KKK KA A A AR A AR A A A A A A AR A AR A A A A A A A A A A A A A A A A A AR A AR AR AR A AR AR KA KA KK KK

GATCCGCCGAACGAGCGGAGCACGCTCGCCGCACTTTATTTTTATAATAAGGTTTTATTT
GATCCGCCGAACGAGCGGAGCACGCTCGCCGCACTTTATTTTTATAATAAGGTTTTATTT
GATCCGCCGAACGAGCGGAGCACGCTCGCCGCACTTTATTTTTATAATAAGGTTTTATTT
GATCCGCCGAACGAGCGGAGCACGCTCGCCGCACTTTATTTTTATAATAAGGTTTTATTT

R R R R R R R R R R R R R R R R R R R R R R

AAAAGTCCTTCTACCGTGTTTTACGGTAGCACCCCGCTGTGGATAGCCAGCAAGACACTA
AAAAGTCCTTCTACCATGTTTTACGGTAGCACCCCGCTGTGGATAGCCAGCAAGACACTA
AAAAGTCCTTCTACCATGTTTTACGGTAGCACCCCGCTGTGGATAGCCAGCAAGACACTA
AAAAGTCCTTCTACCATGTTTTACGGTAGCACCCCGCTGTGGATAGCCAGCAAGACACTA

KAKXKKAKAKAKAKAKAKAKAKAAKX A A A A A A AR A A A A A A KA A A A A A A A A A A A A AR AR AR AR AR KRR KA KK KK

CTAGAGCATGCTAGTGCAACAGCCGAGTCCTTTGATTTCAGTAGTATGGTGCAGTGGGCA
CTAGAGCATGCTAGTGCAACAGCCGAGTCCTTTGATTTCAGTAGTATGGTGCAGTGGGCA
CTAGAGCATGCTAGTGCAACAGCCGAGTCCTTTGATTTCAGTAGTATGGTGCAGTGGGCA
CTAGAGCATGCTAGTGCAACAGCCGAGTCCTTTGATTTCAGTAGTATGGTGCAGTGGGCA

R

TATGACAATAGACTAAATGAGGAGGCAGAAATAGCTTATAAATATGCCTTAGAAGCAGAC
TATGACAATAGACTAAATGAGGAGGCAGAAATAGCTTATAAATATGCCTTAGAAGCAGAC
TATGACAATAGACTAAATGAGGAGGCAGAAATAGCTTATAAATATGCCTTAGAAGCAGAC
TATGACAATAGACTAAATGAGGAGGCAGAAATAGCTTATAAATATGCCTTAGAAGCAGAC
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AGCAATAAGAATGCCCAAGCGTGGCTTAAGACTACAAACCAGGTAAAGCATGTCCGAGAC
AGCAATAAGAATGCCCAAGCGTGGCTTAAGACTACAAACCAGGTAAAGCATGTCCGAGAC
AGCAATAAGAATGCCCAAGCGTGGCTTAAGACTACAAACCAGGTAAAGCATGTCCGAGAC
AGCAATAAGAATGCCCAAGCGTGGCTTAAGACTACAAACCAGGTAAAGCATGTCCGAGAC

KA KA KA KA A A A A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AN XA KK KK

TGCTGTGCAATGGTCAGGCTATATAACAGGCAGGAAATGAAGGAAATGACAATGGCTCAG
TGCTGTGCAATGGTCAGGCTATATAACAGGCAGGAAATGAAGGAAATGACAATGGCTCAG
TGCTGTGCAATGGTCAGGCTATATAACAGGCAGGAAATGAAGGAAATGACAATGGCTCAG
TGCTGTGCAATGGTCAGGCTATATAACAGGCAGGAAATGAAGGAAATGACAATGGCTCAG

R R R R R R R I I R I I I R R R R I E E E I b b R E b b b b b b b b b b b i i

TGGATACGGAAGTGCTGCGATGAGACAGAGGAAGAAGGGGACTGGAAGGTTATTGCAAAC
TGGATACGGAAGTGCTGCGATGAGACAGAGGAAGAAGGGGACTGGAAGGTTATTGCAAAC
TGGATACGGAAGTGCTGCGATGAGACAGAGGAAGAAGGGGACTGGAAGGTTATTGCAAAC
TGGATACGGAAGTGCTGCGATGAGACAGAGGAAGAAGGGGACTGGAAGGTTATTGCAAAC

KA KA A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AR KA AR KK

TTCCTTAGATACCAGGAAGTCAACCTCATACTGCTGCTTACAGCACTTAGGCATATGTTT
TTCCTTAGATACCAGGAAGTCAACCTCATACTGCTGCTTACAGCACTTAGGCATATGTTT
TTCCTTAGATACCAGGAAGTCAACCTCATACTGCTGCTTACAGCACTTAGGCATATGTTT
TTCCTTAGATACCAGGAAGTCAACCTCATACTGCTGCTTACAGCACTTAGGCATATGTTT

R R R R R R R R R R R R R R R R R R R R I

AAGGGTACTCCTAAAAAACACTGCCTCGTTATCACAGGTCCCCCAGATACTGGGAAGTCA
AAGGGTACTCCTAAAAAACACTGCCTCGTTATCACAGGTCCCCCAGATACTGGGAAGTCA
AAGGGTACTCCTAAAAAACACTGCCTCGTTATCACAGGTCCCCCAGATACTGGGAAGTCA
AAGGGTACTCCTAAAAAACACTGCCTCGTTATCACAGGTCCCCCAGATACTGGGAAGTCA

R R R R R R R R R R R R R R R R R R R R

TATTTCTGTAATAGTCTGAATGGGTTTCTTAAAGGTCGTGTAATTTCATTTATGAACAGT
TATTTCTGTAATAGTCTGAATGGGTTTCTTAAAGGTCGTGTAATTTCATTTATGAACAGT
TATTTCTGTAATAGTCTGAATGGGTTTCTTAAAGGTCGTGTAATTTCATTTATGAACAGT
TATTTCTGTAATAGTCTGAATGGGTTTCTTAAAGGTCGTGTAATTTCATTTATGAACAGT

KKK KA A A AR A AR A A A A A A AR A AR A A A A A A A A A A A A A A A A A AR A AR AR AR A AR AR KA KA KK KK

AGGAGTCAGTTCTGGCTGCAGCCTTTAGCAGATGCAAAAATGGGGTTCCTAGATGATGCT
AGGAGTCAGTTCTGGCTGCAGCCTTTAGCAGATGCAAAAATGGGGTTCCTAGATGATGCT
AGGAGTCAGTTCTGGCTGCAGCCTTTAGCAGATGCAAAAATGGGGTTCCTAGATGATGCT
AGGAGTCAGTTCTGGCTGCAGCCTTTAGCAGATGCAAAAATGGGGTTCCTAGATGATGCT

R R R R R R R R R R R R R R R R R R R R R R

ACAACCGCTTGCTGGAACTTTGTGGATGTATATATGCGGAATGCATTAGATGGCAATCCC
ACAACCGCTTGCTGGAACTTTATGGATGTATATATGCGGAATGCATTAGATGGCAATCCC
ACAACCGCTTGCTGGAACTTTATGGATGTATATATGCGGAATGCATTAGATGGCAATCCC
ACAACCGCTTGCTGGAACTTTATGGATGTATACATGCGGAATGCATTAGATGGCAATCCC

KAKXKXKAKAKAKAKAKAKAKAKAKAKAAKAKAKAAKX AXAXAXAXAKXKAKAAKX AXA XXX AKX XA AKX XA XA AKX AKX XA XA XA KA XA XK KK

ATGCAGCTTGACATTAAGCATAGAGCACCTTTGCAGCTTAAGCTACCTCCGCTACTAATT
ATGCAGCTTGACATTAAGCATAGAGCACCTTTGCAGCTTAAGCTACCTCCGCTACTAATT
ATGCAGCTTGACATTAAGCATAGAGCACCTTTGCAGCTTAAGCTACCTCCGCTACTAATT
ATGCAGCTTGACATTAAGCATAGAGCACCTTTGCAGCTTAAGCTACCTCCGCTACTAATT

R

ACCTCAAATGTAGATGTCATGAATAATGACAATTTCAGATATCTACATAGCAGGTTGCAG
ACCTCAAATGTAGATGTCATGAATAATGACAATTTCAGATATCTACATAGCAGGTTGCAG
ACCTCAAATGTAGATGTCATGAATAATGACAATTTCAGATATCTACATAGCAGGTTGCAG
ACCTCAAATGTAGATGTCATGAATAATGACAATTTCAGATATCTACATAGCAGGTTGCAG
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GCCTTTGAGTTTCATAAGCCTATGCCTTTAACAGCTAACGGGCAGCCAGTATATCCCCTT
GCCTTTGAGTTTCATAAGCCTATGCCTTTAACAGCTAATGGGCAGCCAGTATATCCCCTT
GCCTTTGAGTTTCATAAGCCTATGCCTTTAACAGCTAATGGGCAGCCAGTATATCCCCTT
GCCTTTGAGTTTCATAAGCCTATGCCTTTAACAGCTAATGGGCAGCCAGTATATCCCCTT

KAKXKA AKX KA AKX AKX A A A A A A A A A A A AKX XA AAAAAXAAAKAAAKXN AXA XA AKX XXX XA XA XA XA XA XA XA KKK

ACTAAAGCTAATTGGAAATCTTTTTTTACAAGGCTGGCTAATCAATTAGGAATCGAAGAG
ACTAAAGCTAATTGGAAATCTTTTTTTACAAGGCTGGCTAATCAATTAGGAATCGAAGAG
ACTAAAGCTAATTGGAAATCTTTTTTTACAAGGCTGGCTAATCAATTAGGAATCGAAGAG
ACTAAAGCTAATTGGAAATCTTTTTTTACAAGGCTGGCTAATCAATTAGGAATCGAAGAG

R R R R R R R I I R I I I R R R R I E E E I b b R E b b b b b b b b b b b i i

GAGGAGGGCGAGAATGAACAGCCTGGAAACACGTTTCGATGCAGTGCAAGACCAGATACT
GAGGAGGGCGAGAATGAACAGCCTGGAAACACGTTTCGATGCAGTGCAAGACCAGATACT
GAGGAGGGCGAGAATGAACAGCCTGGAAACACGTTTCGATGCAGTGCAAGACCAGATACT
GAGGAGGGCGAGAATGAACAGCCTGGAAACACGTTTCGATGCAGTGCAAGACCAGATACT

KA KA A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AR KA AR KK

GAACCTTTACGAGAAAGGCAGTAAATGTTTAGCGGACCACATACTATATTGGGAGCTTGT
GAACCTTTACGAGAAAGGCAGTAAATGTTTAGCGGACCACATACTATATTGGGAGCTTGT
GAACCTTTACGAGAAAGGCAGTAAATGTTTAGCGGACCACATACTATATTGGGAGCTTGT
GAACCTTTACGAGAAAGGCAGTAAATGTTTAGCGGACCACATACTATATTGGGAGCTTGT

R R R R R R R R R R R R R R R R R R R R I

TAGGAAAGAAGGAGCATTGCAATTCTGTGCTCGTAGAGGGGGACTCAACAAGCTCGGACT
TAGGAAAGAAGGAGCATTGCAATTCTGTGCTCGTAGAGGGGGACTCAACAAGCTCGGACT
TAGGAAAGAAGGAGCATTGCAATTCTGTGCTCGTAGAGGGGGACTCAACAAGCTCGGACT
TAGGAAAGAAGGAGCATTGCAATTCTGTGCTCGTAGAGGGGGACTCAACAAGCTCGGACT

R R R R R R R R R R R R R R R R R R R R

GCAACCCCTACCCAGCACCATAGGAGCCGAGAACAAGGCCAAAAGGGCAATTCAGATGCA
GCAACCCCTACCCAGCACCATAGGAGCTGAGAACAAGGCCAAAAGGGCAATTCAGATGCA
GCAACCCCTACCCAGCACCATAGGAGCTGAGAACAAGGCCAAAAGGGCAATTCAGATGCA
GCAACCCCTACCCAGCACCATAGGAGCTGAGAACAAGGCCAAAAGGGCAATTCAGATGCA

KAKXKKAKA KA KA KA AKX A AKX A AKAAAKAAKAAAAX AKX KA A A A AKX A A A A KA A A A A A AKX XA XA XA KRR XA XA KK KK

ATTGGTGCTAACATCTCTCAATGAATCACCCTTTGGTTCCGAGGAGTGGACAATGGCTGA
ATTGGTGCTAACATCTCTCAATGAATCACCCTTTGGCTCCGAGGAGTGGACAATGGCTGA
ATTGGTGCTAACATCTCTCAATGAATCACCCTTTGGCTCCGAGGAGTGGACAATGGCTGA
ATTGGTGCTAACATCTCTCAATGAATCACCCTTTGGCTCCGAGGAGTGGACAATGGCTGA

R R R R R R R R R R R R R R R S R R R

AACTAGCCGTGAGATGTATGACAGCACTGAGCCGTATGGGACTTTTAAAAAAAGCGGCGA
AACTAGCCGTGAGATGTATGACAGCACTGAGCCGTATGGGACTTTTAAAAAAAGTGGCGA
AACTAGCCGTGAGATGTATGACAGCACTGAGCCGTATGGGACTTTTAAAAAAAGTGGCGA
AACTAGCCGTGAGATGTATGACAGCACTGAGCCGTATGGGACTTTTAAAAAAAGTGGCGA

KKK KA KA KA A KA KA A KA A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AR AR KA A ARA KX A AKXk K

GGAGGTGGAAGTCTATTATGGAGGAGATGAAGATAATAATGTGTCTTATATGCTCTGGAA
GGAGGTGGAAGTCTATTATGGAGGAGATGAAGATAATAATGTGTCTTATATGCTCTGGAA
GGAGGTGGAAGTCTATTATGGAGGAGATGAAGATAATAATGTGTCTTATATGCTCTGGAA
GGAGGTGGAAGTCTATTATGGAGGAGATGAAGATAATAATGTGTCTTATATGCTCTGGAA

R

GTATGTCTATGCCCAGGATGAGAACGGCAACTGGCATAAGTATCAGAGCGATTGTGACTA
GTATGTCTATGCCCAGGATGAGAACGGCAACTGGCATAAGTATCAGAGCGATTGTGACTA
GTATGTCTATGCCCAGGATGAGAACGGCAACTGGCATAAGTATCAGAGCGATTGTGACTA
GTATGTCTATGCCCAGGATGAGAACGGCAACTGGCATAAGTATCAGAGCGATTGTGACTA

R IRk kb bk b b b b b b b b b b b b b b b bk b b b b b b b b b b b b b b b b b b b kb b b b b b b b i
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TTATGGTGTACATTACACTGACCACAGTGGGACCCGTATCTATTATCATGATTTTGACAG
TTATGGTGTACATTACACTGACCACAGTGGGACCCGTATCTATTATCATGATTTTGACAG
TTATGGTGTACATTACACTGACCACAGTGGGACCCGTATCTATTATCATGATTTTGACAG
TTATGGTGTACATTACACTGACCACAGTGGGACCCGTATCTATTATCATGATTTTGACAG

KA KA KA KA A A A A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AN XA KK KK

TGATTCTCGCAGATATGGGGATTATTCTCACTGGACTGTGAATTATAAACACAAAACTTT
TGATTCTCGCAGATATGGGGATTATTCTCACTGGACTGTGAATTATAAACACAAAACTTT
TGATTCTCGCAGATATGGGGATTATTCTCACTGGACTGTGAATTATAAACACAAAACTTT
TGATTCTCGCAGATATGGGGATTATTCTCACTGGACTGTGAATTATAAACACAAAACTTT

R R R R R R R I I R I I I R R R R I E E E I b b R E b b b b b b b b b b b i i

TGAATCTTCTCCTGATAGCTCCTCCTCAGCCAAAGAAGGGCATCAAAAAACAACCAGACG
TGAATCTTCTCCTGATAGCTCCTCCTCAGCCAAAGAAGGGCATCAAAAAACAACCAGACG
TGAATCTTCTCCTGATAGCTCCTCCTCAGCCAAAGAAGGGCATCAAAAAACAACCAGACG
TGAATCTTCTCCTGATAGCTCCTCCTCAGCCAAAGAAGGGCATCAAAAAACAACCAGACG

KA KA A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AR KA AR KK

GCCCGAAGACAACACCGCCACGAAGAGAACTCTTCCCACCGACACCACTGACACAGCCGC
GCCCGAAGACAACACCGCCACGAAGAGAACTCTTCCCACCGACACCACTGACACAGCCGC
GCCCGAAGACAACACCGCCACGAAGAGAACTCTTCCCACCGACACCACTGACACAGCCGC
GCCCGAAGACAACACCGCCACGAAGAGAACTCTTCCCACCGACACCACTGACACAGCCGC

R R R R R R R R R R R R R R R R R R R R I

CCCAGCCGGAGACACCATTTGGGGACGAGGCGGAGGATACGGACGACTCGGACAAGGAGA
CCCCGCCGGAGACACCATTTGGGGACGAGGCGGAGGA---GTACGACTCGGACAAGGAGA
CCCCGCCGGAGACACCATTTGGGGACGAGGCGGAGGA---GTACGACTCGGACAAGGAGA
CCCCGCCGGAGACACCATTTGGGGACGAGGCGGAGGA---GTACGACTCGGACAAGGAGA

RR R R R R R I R R R R R R R R R R R

ACGACAAACCTGCATCCGGAAAGCTTGGTCAAGCGCTGCAGAGACTCCAGCGGGACCTGA
ACGACAAACCTGCATCCGGAAAGCTTGGTCAAGCGCTGCAGAGACTCCAGCAGGACCTGA
ACGACAAACCTGCATCCGGAAAGCTTGGTCAAGCGCTGCAGAGACTCCAGCAGGACCTGA
ACGACAAACCTGCATCCGGAAAGCTTGGTCAAGCGCTGCAGAGACTCCAGCAGGACCTGA

KKK KA KA KA KA KA A A KA KA A A A A A A A A A A A A A A A A A A A A A A A A A A AR AAAAAAKAKAAKXN A AKX XA XK KK

AGGATCTGCAGGACCTTGTCAACCAAACAGCATCCGGCATCACCATACTCATAGGCCAAT
GGGATCTGCAGGACCTTGTCAACCAAACAACAGCCGGCATCACCATACTCATAGGCCAAT
GGGATCTGCAGGACCTTGTCAACCAAACAACAGCCGGCATCACCATACTCATAGGCCAAT
GGGATCTGCAGGACCTTGTCAACCAAACAACAGCCGGCATCACCATACTCATAGGCCAAT

R R R R R R R R R R R R S S R R R Rk b e R R R R R R R R R

AATCTCTGTCAAAGGTCCGACTAACTCTTTAAAATGCTGGCGGAATAGGTTGCGTCGGAG
AATCTCTGTCAAAGGTCCGACTAACTCTTTAAAATGCTGGCGGAATAGGTTGCGTCGGAG
AATCTCTGTCAAAGGTCCGACTAACTCTTTAAAATGCTGGCGGAATAGGTTGCGTCGGAG
AATCTCTGTCAAAGGTCCGACTAACTCTTTAAAATGCTGGCGGAATAGGTTGCGTCGGAG

KKK KA A A A A A AR A AR A A A A A A AR A A A AR A A A A A A A A A A A A A A A A AR AR AR AR AR AR KN KKK

AACATATAAGCCATATAGCCGTGTATCTACTGCCTTTCAGTGGGTTGAGGATAGGGCGGA
AACATATAAGCCATATAGCCGTGTATCTACTGCCTTTCAGTGGGTTGAGGACAGGGCGGA
AACATATAAGCCATATAGCCGTGTATCTACTGCCTTTCAGTGGGTTGAGGACAGGGCGGA
AACATATAAGCCATATAGCCGTGTATCTACTGCCTTTCAGTGGGTTGAGGACAGGGCGGA

R R S

CGGGGTAGAGGTGGGGGATAGGTGGCAGGTTAGCTTTAGCAATGTACTTGTAGCTTTTGC
CGGGGTAGAGGTGGGGGATAGGTGGCAGGTTAGCTTTAGCAATGTACTTGTAGCTTTTGC
CGGGGTAGAGGTGGGGGATAGGTGGCAGGTTAGCTTTAGCAATGTACTTGTAGCTTTTGC
CGGGGTAGAGGTGGGGGATAGGTGGCAGGTTAGCTTTAGCAATGTACTTGTAGCTTTTGC

R IRk kb bk b b b b b b b b b b b b b b b bk b b b b b b b b b b b b b b b b b b b kb b b b b b b b i
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AGACACGCATCAAAAAGAAGTGTTTCTAAAGACTGTGACACTGCCCAAGGGCTGCTCATA
AGACACGTATCAAAAAGAAGTGTTTCTAAAGACTGTGACACTGCCCAAGGGCTGCTCATA
AGACACGTATCAAAAAGAAGTGTTTCTAAAGACTGTGACACTGCCCAAGGGCTGCTCATA
AGACACGTATCAAAAAGAAGTGTTTCTAAAGACTGTGACACTGCCCAAGGGCTGCTCATA

KAKKKAKAKX A A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR KA AKX K KK

CACCAGTGGCTTCTTAGACGGACTCTGATAGTGGACTCTATACACCATCCAGAATTACTG
CACCAGTGGCTTCTTAGACGGACTCTGATAGTGGATTCTATACACCATCCAGAATTACTG
CACCAGTGGCTTCTTAGACGGACTCTGATAGTGGATTCTATACACCATCCAGAATTACTG
CACCAGTGGCTTCTTAGACGGACTCTGATAGTGGATTCTATACACCATCCAGAATTACTG

R R R R R I R I b b b b I I R E I b b b E E b S b b b b I b E E h b b b b b b b b b b b i i

TACCTGTTAGATTATTTTTGTACCATTATGGTGTCTGCTGACAGAAGCAGGCGCGTCAAG
TACCTGTTAGATTATTTTTGTACCATTATGGTGTCTGCTGACAGAAGCAGGCGCGTCAAG
TACCTGTTAGATTATTTTTGTACCATTATGGTGTCTGCTGACAGAAGCAGGCGCGTCAAG
TACCTGTTAGATTATTTTTGTACCATTATGGTGTCTGCTGACAGAAGCAGGCGCGTCAAG

KA KA A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AR KA AR KK

AGGGACTCTGCGTCAAACCTATACAGACAATGTCAAGTAACCGGGAATTGTCCACCTGAT
AGGGACTCTGCGTCAAACCTATACAGACAATGTCAAGTAACCGGGAATTGTCCACCTGAT
AGGGACTCTGCGTCAAACCTATACAGACAATGTCAAGTAACCGGGAATTGTCCACCTGAT
AGGGACTCTGCGTCAAACCTATACAGACAATGTCAAGTAACCGGGAATTGTCCACCTGAT

R R R R R R R R R R R R R R R R R R R R I

GTAGTCAATAAAGTCGAAGGAAACACACTTGCTGACAGGATTCTTAAAGTTATTAGTAGC
GTAGTCAATAAAGTCGAAGGAAACACACTTGCTGACAGGATTCTTAAAGTTATTAGTAGC
GTAGTCAATAAAGTCGAAGGAAACACACTTGCTGACAGGATTCTTAAAGTTATTAGTAGC
GTAGTCAATAAAGTCGAAGGAAACACACTTGCTGACAGGATTCTTAAAGTTATTAGTAGC

R R R R R R R R R R R R R R R R R R R R

ATTGTATACTTGGGGGGGCTTGGCATTGGAACTGGCAGAGGCTCCGGGGGCACCACTGGC
ATTGTATACTTGGGGGGGCTGGGCATTGGAACTGGCAGAGGCTCCGGGGGCACCACTGGC
ATTGTATACTTGGGGGGGCTGGGCATTGGAACTGGCAGAGGCTCCGGGGGCACCACTGGC
ATTGTATACTTGGGGGGGCTGGGCATTGGAACTGGCAGAGGCTCCGGGGGCACCACTGGC

KAKXKKAKAKAKAKAKAKAKAAKAKAKAAKAAK A XA A A A A A A A A A A A A A A A A A A A A A A AR AR AR AR KA KA KK KK

TATGGGCCCATAAACTCTGCTGGTGGAAGGGTAACAGGCACAGGCACGGTCATGAGGCCT
TATGGGCCCATAAACTCTGCTGGTGGAAGGGTAACAGGCACAGGCACGGTCATGAGGCCT
TATGGGCCCATAAACTCTGCTGGTGGAAGGGTAACAGGCACAGGCACGGTCATGAGGCCT
TATGGGCCCATAAACTCTGCTGGTGGAAGGGTAACAGGCACAGGCACGGTCATGAGGCCT

R R R R R R R R R R R R R R R R R R R R R R

GGTGTCACTGTTGAGCCCATTGGCCCAGGGGACATAGTCACTGTAGACTCCGTGGGACCT
GGTGTCACTGTTGAGCCCATTGGCCCAGGGGACATAGTCACTGTAGACTCTGTGGGCCCT
GGTGTCACTGTTGAGCCCATTGGCCCAGGGGACATAGTCACTGTAGACTCTGTGGGCCCT
GGTGTCACTGTTGAGCCCATTGGCCCAGGGGACATAGTCACTGTAGACTCTGTGGGCCCT

KA K KA KA KA KA KA A A KA A A A A A A A A A A A A A A A A A A A AAAA AR A AAKAXAA AN AKAAAKXN XXX AK* *Kh*%

GGGGATTCGAGCCTTATTCCTCTACTTGAGGTGACCCCCGATGTCCCCATAAATGGGGGA
GGAGATTCGAGCCTTATTCCTCTACTTGAGGTGACCCCCGATGTCCCTATAAATGGGGGA
GGAGATTCGAGCCTTATTCCTCTACTTGAGGTGACCCCCGATGTCCCTATAAATGGGGGA
GGAGATTCGAGCCTTATTCCTCTACTTGAGGTGACCCCCGATGTCCCTATAAATGGGGGA

R I

CCCGAGGTTCCTTCTAGTGGTCCAGACATAAGCACAGTGGACGTGACTTCTAGCATAGAC
CCCGAGGTTCCTTCTAGTGGGCCAGACATAAGCACAGTGGACGTGACATCTAGCATAGAC
CCCGAGGTTCCTTCTAGTGGGCCAGACATAAGCACAGTGGACGTGACATCTAGCATAGAC
CCCGAGGTTCCTTCTAGTGGGCCAGACATAAGCACAGTGGACGTGACATCTAGCATAGAC

KAKXKAAKAKAKAAKAKAKAKAKAKAKAKAKAAKX AXKAAAXAKA AKX KA XA A KAAKAAAAKAAKAKAAKXN AAXAAXAXAXA KA KK KK
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CCAATATCTGACCTGTCTGTGACTGGCACCACAATCTCCAACACAGACTCTGCTGTCATT
CCAATATCAGACCTGTCTGTGACTGGCACCACAATCTCCAACACAGACTCTGCTGTCATT
CCAATATCAGACCTGTCTGTGACTGGCACCACAATCTCCAACACAGACTCTGCTGTCATT
CCAATATCAGACCTGTCTGTGACTGGCACCACAATCTCCAACACAGACTCTGCTGTCATT

KAKXKAKAKAAKX A A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A KA A A A A KRR KA KK KK

GATGTTCAGCCCTCCCCGGGTCCTCGTAGAGTCATAATCACTAGAAGTGACTTTAATAAC
GATGTTCAGCCATCCCCGGGCCCTCGTAGAGTCATAATCACTAGAAGTGACTTTAATAAC
GATGTTCAGCCATCCCCGGGCCCTCGTAGAGTCATAATCACTAGAAGTGACTTTAATAAC
GATGTTCAGCCATCCCCGGGCCCTCGTAGAGTCATAATCACTAGAAGTGACTTTAATAAC

R Rk R I b b b b b I S I I I h E I R I h b E I b b E E E b b b b b b b b b b i i

CCCTCCTACGTGTCTGTTGTGCACCCCACACAGGGGTTGGGGGAGTCTGGGGGTGTCATT
CCCTCCTATGTGTCTGTTGTGCACCCCACACAGGGGTTGGGGGAGTCTGGGGGTGTCATT
CCCTCCTATGTGTCTGTTGTGCACCCCACACAGGGGTTGGGGGAGTCTGGGGGTGTCATT
CCCTCCTATGTGTCTGTTGTGCACCCCACACAGGGGTTGGGGGAGTCTGGGGGTGTCATT

KAKXKAKAKAAKX A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AKX KKK

AGTGGAGAAAGTGGAGGCATAATATCCAGCATACATGAGCTGGATAACACCACAGTCATA
AGTGGAGAAAGTGGAGGCATAATATCCAGCATACATGAGCTGGATAACACCACAGTCATA
AGTGGAGAAAGTGGAGGCATAATATCCAGCATACATGAGCTGGATAACACCACAGTCATA
AGTGGAGAAAGTGGAGGCATAATATCCAGCATACATGAGCTGGATAACACCACAGTCATA

R R R R R R R R R R R R R R R R R R R R I

GGTGCTAGGCCACCACCTGAGAGGATACTGGATGAGGTACCAGGACCCTTTGAGGACATT
GGTGCTAGGCCACCACCTGAAAGGATATTGGATGAGGTACCAGGACCCTTTGAGGACATT
GGTGCTAGGCCACCACCTGAAAGGATATTGGATGAGGTACCAGGACCCTTTGAGGACATT
GGTGCTAGGCCACCACCTGAAAGGATATTGGATGAGGTACCAGGACCCTTTGAGGACATT

R R R R R R S R S R R R R R I

GAGCTTGACACATTTGTTGAGTCTAGTGGTCTTAGTGAGTTTGACATAGAGCAGCCCCTC
GTGCTTGACACATTTGTTGAGTCTAGTGGTCTTAGTGAGTTTGACATAGAGCAGCCCCTC
GTGCTTGACACATTTGTTGAGTCTAGTGGTCTTAGTGAGTTTGACATAGAGCAGCCCCTC
GAGCTTGACACATTTGTTGAGTCTAGTGGTCTTAGTGAGTTTGACATAGAGCAGCCCCTC

K A K A A A A A A A A A A A A A A A A A AR A A A AR A A A A A A A A A A A A A A A AR A AR AR AR AR KA AR KKK

ACTAGCACACCTGAAGGCCCGTTGCAAAGGGCGGCCACTAGATTCAGAGACCTGTATAAT
ACTAGCACACCTGAAGGCCCGTTGCAAAGGGCGGCCACTAGATTCAGAGACCTGTATAAT
ACTAGCACACCTGAAGGCCCGTTGCAAAGGGCGGCCACTAGATTCAGAGACCTGTATAAT
ACTAGCACACCTGAAGGCCCGTTGCAAAGGGCGGCCACTAGATTCAGAGACCTGTATAAT

R R R R R R R R R R R R R R R R R R R R R R

AGGCGGGTGCAGCAGGTGCGTGTATCCAATCCAGAAGCTTTTCTAACTGGTCCCAGACAG
AGGCGGGTGCAGCAGGTGCGTGTATCCAATCCAGAAGCTTTTCTAACTGGTCCCAGACAG
AGGCGGGTGCAGCAGGTGCGTGTATCCAATCCAGAAGCTTTTCTAACTGGTCCCAGACAG
AGGCGGGTGCAGCAGGTGCGTGTATCCAATCCAGAAGCTTTTCTAACTGGTCCCAGACAG

KKK KA A A A A A AR A AR A A A A A A AR A A A AR A A A A A A A A A A A A A A A A AR AR AR AR AR AR KN KKK

GCGGTAGTATTTGAAAATCCCGCCTTTGAGCCTGGGAGCCTGGATTTTGAACTTCCCGCC
GCGGTAGTATTTGAAAATCCCGCCTTTGAGCCTGGGAGCCTGGATTTTGAACTTCCCGCC
GCGGTAGTATTTGAAAATCCCGCCTTTGAGCCTGGGAGCCTGGATTTTGAACTTCCCGCC
GCGGTAGTATTTGAAAATCCCGCCTTTGAGCCTGGGAGCCTGGATTTTGAACTTCCCGCC

R

GGTCCTCCTGTAGCTGCACCTGACCCTGAGTACACTGATGTGGTCCACCTAGGGCGTCAG
AGTCCTCCTGTAGCTGCACCTGACCCTGAGTACACTGATGTGGTCCACCTAGGGCGTCAG
AGTCCTCCTGTAGCTGCACCTGACCCTGAGTACACTGATGTGGTCCACCTAGGGCGTCAG
AGTCCTCCTGTAGCTGCACCTGACCCTGAGTACACTGATGTGGTCCACCTAGGGCGTCAG

Rk kb b b b b b b b b b b h b b b b b b b kb b b b b b b b b b b b b b b b b b b b b b b b b b b 3
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AGGTTCTCTGAGGTGAACAGAGTAATTAGAGTGAGCAGGTTGGGGCAACGTGCATCCATG
AGGTTCTCTGAGGTGAACAGAGTAATTAGAGTGAGCAGGTTGGGGCAACGTGCATCTATG
AGGTTCTCTGAGGTGAACAGAGTAATTAGAGTGAGCAGGTTGGGGCAACGTGCATCTATG
AGGTTCTCTGAGGTGAACAGAGTAATTAGAGTGAGCAGGTTGGGGCAACGTGCATCTATG

KA KA KA KA KA KA A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A XA XA KA AKX Ak K

AAGACTAGGAGTGGTCTTATAATTGGTGGGAAAGTGCACTTCTATACAGATTTATCCCCT
AAGACTAGGAGTGGTCTTATAATTGGTGGGAAAGTGCACTTCTATACAGATTTATCCCCT
AAGACTAGGAGTGGTCTTATAATTGGTGGGAAAGTGCACTTCTATACAGATTTATCCCCT
AAGACTAGGAGTGGTCTTATAATTGGTGGGAAAGTGCACTTCTATACAGATTTATCCCCT

R R R R R R R I I R I I I R R R R I E E E I b b R E b b b b b b b b b b b i i

GTTGCTACGGACATTGAAATGCACACATTAGGTGAGATCAGTGGTACTGAAGAGCTGATT
GTTGCTACGGACATTGAAATGCACACATTAGGTGAGATCAGTGGTACTGAAGAGCTGATT
GTTGCTACGGACATTGAAATGCACACATTAGGTGAGATCAGTGGTACTGAAGAGCTGATT
GTTGCTACGGACATTGAAATGCACACATTAGGTGAGATCAGTGGTACTGAAGAGCTGATT

KA KA A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AR KA AR KK

GATGGTCTTGGAAGCTCTTCAGTAATTGAGTTCCCAAGGGGGGTTGAGTCTGTAGAGCTT
GATGGTCTTGGAAGCTCTTCAGTAATTGAGTTCCCAAGGGGGGTTGAGTCTGTAGAGCTT
GATGGTCTTGGAAGCTCTTCAGTAATTGAGTTCCCAAGGGGGGTTGAGTCTGTAGAGCTT
GATGGTCTTGGAAGCTCTTCAGTAATTGAGTTCCCAAGGGGGGTTGAGTCTGTAGAGCTT

R R R R R R R R R R R R R R R R R R R R I

CCAGATGGCTCTGACTCAGTGAATGAGCTACTTGACACCGATAGTGCTGATTTTTCTTCC
CCAGATGGCTCTGACTCAGTGAATGAGCTACTTGACACCGATAGTGCTGATTTTTCTTCC
CCAGATGGCTCTGACTCAGTGAATGAGCTACTTGACACCGATAGTGCTGATTTTTCTTCC
CCAGATGGCTCTGACTCAGTGAATGAGCTACGTGACACCGATAGTGCTGATTTTTCTTCC

R R R R R R R R R R R ik S R R R R R R I

TCTAGGCTTGAACTACTTATAGGTAATGGGACAAGCCGTTTTGTGATGCCTGACTTGGTC
TCTAGGCTTGAACTACTTATAGGTAATGGGACAAGCCGTTTTGTGATGCCTGACTTGGTC
TCTAGGCTTGAACTACTTATAGGTAATGGGACAAGCCGTTTTGTGATGCCTGACTTGGTC
TCTAGGCTTGAACTACTTATAGGTAATGGGACAAGCCGTTTTGTGATGCCTGACTTGGTC

KKK KA A A AR A AR A A A A A A AR A AR A A A A A A A A A A A A A A A A A AR A AR AR AR A AR AR KA KA KK KK

GAAACTCTAGGCCCAGACATGTTTTTCCCCAGTATCGACTCAGGCACGGTTATACACCAC
GAAACTCTAGGCCCAGACATGTTTTTTCCCAGTATCGACTCAGGCACGGTTATACACCAC
GAAACTCTAGGCCCAGACATGTTTTTTCCCAGTATCGACTCAGGCACGGTTATACACCAC
GAAACTCTAGGCCCAGACATGTTTTTTCCCAGTATCGACTCAGGCACGGTTATACACCAC

R R R R R R R R R R R R I I R R R R R

CCTCAGGATAATTATGTTCCTATTATTCTGCCAGCTGCGGATCTATTCCCAGCTTCTACG
CCTCAAGATAATTATGTTCCTATTATTCTGCCAGCTGCGGATCTATTCCCAGCTTCTACT
CCTCAAGATAATTATGTTCCTATTATTCTGCCAGCTGCGGATCTATTCCCAGCTTCTACT
CCTCAAGATAATTATGTTCCTATTATTCTGCCAGCTGCGGATCTATTCCCAGCTTCTACT

KKKKAK A KKK AR AR AR A AR A A AR A A A A A A A A A A A A A A A A A A A A A AR A AR AR AR AR KRR K

GTTATAAGTGTGGATGATGACTTTGCTGATTTTTATTTGCACCCCAGTCTCCGTAAACGT
GTTATAAGTGTGGATGATGACTTTGCTGATTTTTATTTGCACCCCAGTCTCCGTAAACGC
GTTATAAGTGTGGATGATGACTTTGCTGATTTTTATTTGCACCCCAGTCTCCGTAAACGC
GTTATAAGTGTGGATGATGACTTTGCTGATTTTTATTTGCACCCCAGTCTCCGTAAACGC

R R

AAACGAAAATATCGTATTTATTGATATTTTTCAGATGGCAATGTGGACACCCCAGACCGG
AAACGAAAATATCGTATTTATTGATATTTTTCAGATGGCAATGTGGACACCCCAGACCGG
AAACGAAAATATCGTATTTATTGATATTTTTCAGATGGCAATGTGGACACCCCAGACCGG
AAACGAAAATATCGTATTTATTGATATTTTTCAGATGGCAATGTGGACACCCCAGACCGG

R IRk kb bk b b b b b b b b b b b b b b b bk b b b b b b b b b b b b b b b b b b b kb b b b b b b b i
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5160
5157
5157
5157

5220
5217
5217
5217

5280
5277
5277
5277

5340
5337
5337
5337

5400
5397
5397
5397



HO625439
NC 014326
Px123224
PX245442

HO625439
NC_014326
PX123224
PX245442

HO625439
NC 014326
Px123224
PX245442

HO625439
NC_014326
PX123224
PX245442

HO625439
NC 014326
PX123224
PX245442

HQ625439
NC_014326
PX123224
PX245442

HQ625439
NC 014326
PX123224
PX245442

H0625439
NC 014326
PX123224
PX245442

HQ625439
NC 014326
PX123224
PX245442

HO625439
NC 014326
PX123224
PX245442

GAAGCTTTACCCCCCACCTACAACTCCAGTGGCAAAAGTGCAGAGCACAGACGAATATGT
GAAGCTTTACCTCCCACCTACAACTCCAGTGGCAAAAGTGCAGAGCACAGACGAATATGT
GAAGCTTTACCTCCCACCTACAACTCCAGTGGCAAAAGTGCAGAGCACAGACGAATATGT
GAAGCTTTACCTCCCACCTACAACTCCAGTGGCAAAAGTGCAGAGCACAGACGAATATGT

KAKXKKAKAKAKAKAAX A A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR KA KKK

GTACCCTACGTCTCTCTCCTGTCATGCACACACGGACCGTTTGCTAACAGTGGGCCACCC
GTACCCTACGTCTCTCTTCTGTCATGCACACACGGACCGTTTGCTAACAGTGGGCCACCC
GTACCCTACGTCTCTCTTCTGTCATGCACACACGGACCGTTTGCTAACAGTGGGCCACCC
GTACCCTACGTCTCTCTTCTGTCATGCACACACGGACCGTTTGCTAACAGTGGGCCACCC

R R R R R R Ik b b S I R I I R R I I E E b E b b E E E b b b b b b b b i i

GTATTTTTCTGTCCTTGACAATGACAAGGTCACTGTGCCTAAAGTGTCTGGCAACCAATA
TTTTTTTTCTGTCATTGACAATGACAAGGTCACTGTGCCTAAAGTGTCTGGCAACCAATA
TTTTTTTTCTGTCATTGACAATGACAAGGTCACTGTGCCTAAAGTGTCTGGCAACCAATA
TTTTTTTTCTGTCATTGACAATGACAAGGTCACTGTGCCTAAAGTGTCTGGCAACCAATA

K AKX KAKAKAKAKAKAAX AR KA KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AN KA KR K

TAGAGTTTTCAGACTTAAATTCCCAGATCCAAATAAATTTGCATTGCCCCAAAAGGATTT
TAGGGTTTTCAGACTTAAATTCCCAGATCCAAATAAATTTGCATTGCCCCAAAAGGATTT
TAGGGTTTTCAGACTTAAATTCCCAGATCCAAATAAATTTGCATTGCCCCAAAAGGATTT
TAGGGTTTTCAGACTTAAATTCCCAGATCCAAATAAATTTGCATTGCCCCAAAAGGATTT

R R R R R R R R R R R R R R R R R R R R R R R I

CTATGATCCTGAGAAAGAACGGTTAGTGTGGAGGTTAAGGGGTCTGGAAATTGGAAGAGG
CTATGATCCTGAGAAAGAACGGTTAGTGTGGAGGTTAAGGGGTCTGGAAATTGGAAGAGG
CTATGATCCTGAGAAAGAACGGTTAGTGTGGAGGTTAAGGGGTCTGGAAATTGGAAGAGG
CTATGATCCTGAGAAAGAACGGTTAGTGTGGAGGTTAAGGGGTCTGGAAATTGGAAGAGG

R R R R R R R R R R R R R R R R R R R R

TGGCCCATTAGGGATTGGCACTACCGGGCACCCCCTTTTTAACAAGCTTGGAGACACGGA
TGGCCCATTAGGGATTGGCACTACCGGGCACCCCCTTTTTAACAAGCTTGGAGACACGGA
TGGCCCATTAGGGATTGGCACTACCGGGCACCCCCTTTTTAACAAGCTTGGAGACACGGA
TGGCCCATTAGGGATTGGCACTACCGGGCACCCCCTTTTTAACAAGCTTGGAGACACGGA

KKK KA A A AR A AR A A A A A A AR A AR A A A A A A A A A A A A A A A A A AR A AR AR AR A AR AR KA KA KK KK

AAATCCAAACAAATATCAGCAAGGCTCTAAGGATAATAGGCAGAACACTTCCATGGACCC
AAATCCAAATAAATATCAGCAAGGCTCTAAGGATAATAGGCAGAACACTTCCATGGACCC
AAATCCAAATAAATATCAGCAAGGCTCTAAGGATAATAGGCAGAACACTTCCATGGACCC
AAATCCAAATAAATATCAGCAAGGCTCTAAGGATAATAGGCAGAACACTTCCATGGACCC

R R R I R R R R R R R R R R R R R R R R

CAAACAAACACAGCTGTTTATTGTTGGATGTGAACCCCCTACAGGGGAACACTGGGATGT
CAAACAAACACAGCTGTTTATTGTTGGCTGTGAACCCCCTACAGGGGAACACTGGGATGT
CAAACAAACACAGCTGTTTATTGTTGGCTGTGAACCCCCTACAGGGGAACACTGGGATGT
CAAACAAACACAGCTGTTTATTGTTGGCTGTGAACCCCCTACAGGGGAACACTGGGATGT

KAKXKAKAKA AKX AKX KA AKX A AKX AR KAAAKAAAAX AKX KA AKX A A KA A A A A A A A A AKX AR AKX AR KA XA XA XA XK KK

AGCTAAGCCCTGTGGAGCTCTGGAAAAGGGTGACTGCCCTCCTATCCAACTTGTAAATAG
AGCTAAGCCCTGTGGAGCTCTGGAGAAGGGTGACTGCCCTCCTATCCAACTTGTAAATAG
AGCTAAGCCCTGTGGAGCTCTGGAGAAGGGTGACTGCCCTCCTATCCAACTTGTAAATAG
AGCTAAGCCCTGTGGAGCTCTGGAGAAGGGTGACTGCCCTCCTATCCAACTTGTAAATAG

R I

TGTAATCGAGGATGGGGATATGTGTGACATTGGCTTTGGGAATATGAACTTCAAAGAGCT
TGTAATTGAGGATGGGGATATGTGTGACATTGGCTTTGGGAATATGAACTTCAAAGAGCT
TGTAATTGAGGATGGGGATATGTGTGACATTGGCTTTGGGAATATGAACTTCAAAGAGCT
TGTAATTGAGGATGGGGATATGTGTGACATTGGCTTTGGGAATATGAACTTCAAAGAGCT

KAKKKAK A A KA AR AR A A KA A A A A AR A A A A A A A A KA A A A A AR A AR A AR AR AR AR AR KRR KRR KK
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GCAGCAGGACAGGAGTGGTGTGCCTCTTGATATTGTATCTACCCGGTGCAAATGGCCCGA
GCAGCAGGATAGGAGTGGTGTGCCTCTTGATATTGTATCTACCCGGTGCAAATGGCCCGA
GCAGCAGGATAGGAGTGGTGTGCCTCTTGATATTGTATCTACCCGGTGCAAATGGCCCGA
GCAGCAGGATAGGAGTGGTGTGCCTCTTGATATTGTATCTACCCGGTGCAAATGGCCCGA

KAKXKAKAKAKAAKX A A KA KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A XA A KRR KA KK KK

CTTTCTGAAAATGACCAATGAGGCATATGGGGATAAGATGTTCTTCTTTGGAAGGAGAGA
CTTTCTGAAAATGACCAATGAGGCATATGGGGATAAGATGTTCTTCTTTGGAAGGAGAGA
CTTTCTGAAAATGACCAATGAGGCATATGGGGATAAGATGTTCTTCTTTGGAAGGAGAGA
CTTTCTGAAAATGACCAATGAGGCATATGGGGATAAGATGTTCTTCTTTGGAAGGAGAGA

R R R R R R R I I R I I I R R R R I E E E I b b R E b b b b b b b b b b b i i

GCAAGTGTATGCAAGACACTTTTTCACCAGGAATGGCTCTGTGGGGGAGCCCATACCAAA
GCAAGTGTATGCAAGACACTTTTTCACCAGGAATGGCTCTGTGGGGGAGCCCATACCAAA
GCAAGTGTATGCAAGACACTTTTTCACCAGGAATGGCTCTGTGGGGGAGCCCATACCAAA
GCAAGTGTATGCAAGACACTTTTTCACCAGGAATGGCTCTGTGGGGGAGCCCATACCAAA

KA KA A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AR KA AR KK

CTCTGTGAGTCCCAGTGACTTTTACTACGCACCTGACAGCACACAGGACCAGAAGACACT
CTCTGTGAGTCCCAGTGACTTTTACTACGCACCCGACAGCACACAGGACCAGAAGACACT
CTCTGTGAGTCCCAGTGACTTTTACTACGCACCCGACAGCACACAGGACCAGAAGACACT
CTCTGTGAGTCCCAGTGACTTTTACTACGCACCCGACAGCACACAGGACCAGAAGACACT

R R R R R R R R R R R R R S R R R R R R R

CGCTCCCTCCGTGTACTTTGGAACTCCTAGTGGGTCTCTTGTGTCTAGTGATGGTCAGCT
CGCACCCTCCGTGTACTTTGGAACTCCTAGTGGGTCACTTGTGTCGAGTGATGGTCAGCT
CGCACCCTCCGTGTACTTTGGAACTCCTAGTGGGTCACTTGTGTCGAGTGATGGTCAGCT
CGCACCCTCCGTGTACTTTGGAACTCCTAGTGGGTCACTTGTGTCGAGTGATGGTCAGCT

R R R R R R R R R R R R R R R R I S R I I R

GTTTAACAGGCCATTTTGGCTTCAAAGGGCTCAGGGAAACAATAATGGTGTGTGCTGGCA
GTTTAACAGGCCATTTTGGCTTCAAAGGGCTCAGGGAAACAATAATGGTGTGTGCTGGCA
GTTTAACAGGCCATTTTGGCTTCAAAGGGCTCAGGGAAACAATAATGGTGTGTGCTGGCA
GTTTAACAGGCCATTTTGGCTTCAAAGGGCTCAGGGAAACAATAATGGTGTGTGCTGGCA

KKK KA A A AR A AR A A A A A A AR A AR A A A A A A A A A A A A A A A A A AR A AR AR AR A AR AR KA KA KK KK

CAATGAGCTCTTTGTTACTGTTGTCGACAACACAAGAAATACAAACTTTACTATCTCCCA
CAATGAGCTCTTTGTTACTGTTGTCGACAACACAAGGAATACAAACTTTACTATCTCCCA
CAATGAGCTCTTTGTTACTGTTGTCGACAACACAAGGAATACAAACTTTACTATCTCCCA
CAATGAGCTCTTTGTTACTGTTGTCGACAACACAAGGAATACAAACTTTACTATCTCCCA

R R R R R R R R R R R R R R R S R R R

GCAAACCAACACACCAAACCCAGATACATATGACTCTACTAATTTTAAGAACTATTTAAG
GCAAACCAACACACCAAACCCAGATACATATGACTCTACTAATTTTAAAAACTATTTAAG
GCAAACCAACACACCAAACCCAGATACATATGACTCTACTAATTTTAAAAACTATTTAAG
GCAAACCAACACACCAAACCCAGATACATATGACTCTACTAATTTTAAAAACTATTTAAG

KKK KA KA KA KA KA A KA A A A A A A A A A A A A A A A A A A A A AR A AR A A AAKAAAAKAAKXN A XXX XAKAKAKA KKK

ACATGTGGAACAATTTGAGCTGTCCCTTATTGCTCAACTGTGTAAGGTTCCACTTGACCC
ACATGTGGAACAATTTGAGCTGTCCCTTATTGCTCAACTGTGTAAGGTTCCACTTGACCC
ACATGTGGAACAATTTGAGCTGTCCCTTATTGCTCAACTGTGTAAGGTTCCACTTGACCC
ACATGTGGAACAATTTGAGCTGTCCCTTATTGCTCAACTGTGTAAGGTTCCACTTGACCC

R

GGGTGTGCTTGCCCATATAAACACTATGAACCCAACCATCTTGGAGAACTGGAACTTGGG
GGGTGTGCTTGCCCATATAAACACTATGAACCCAACCATCTTGGAGAACTGGAACTTGGG
GGGTGTGCTTGCCCATATAAACACTATGAACCCAACCATCTTGGAGAACTGGAACTTGGG
GGGTGTGCTTGCCCATATAAACACTATGAACCCAACCATCTTGGAGAACTGGAACTTGGG

R IRk kb bk b b b b b b b b b b b b b b b bk b b b b b b b b b b b b b b b b b b b kb b b b b b b b i
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TTTTGTACCTCCCCCACAGCAGTCCATCTCTGATGACTATAGGTATATAACATCATCGGC
TTTTGTACCTCCCCCACAGCAGTCCATCTCTGATGACTATAGGTATATAACATCATCGGC
TTTTGTACCTCCCCCACAGCAGTCCATCTCTGATGACTATAGGTATATAACATCATCGGC
TTTTGTACCTCCCCCACAGCAGTCCATCTCTGATGACTATAGGTATATAACATCATCGGC

KA KA KA KA A A A A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AN XA KK KK

AACTCGCTGTCCAGATCAGAATCCGCCCAAGGAAAGAGAGGATCCTTACAAGGGTCTTAT
AACTCGCTGTCCAGATCAGAATCCGCCCAAGGAAAGAGAGGATCCTTACAAGGGTCTTAT
AACTCGCTGTCCAGATCAGAATCCGCCCAAGGAAAGAGAGGATCCTTACAAGGGTCTTAT
AACTCGCTGTCCAGATCAGAATCCGCCCAAGGAAAGAGAGGATCCTTACAAGGGTCTTAT

R R R R R R R I I R I I I R R R R I E E E I b b R E b b b b b b b b b b b i i

ATTTTGGGAAGTTGATCTTACTGAGAGGTTTTCTCAGGACCTTGATCAGTTTGCTCTGGG
ATTTTGGGAAGTTGATCTTACTGAGAGGTTTTCTCAGGACCTTGATCAGTTTGCTCTGGG
ATTTTGGGAAGTTGATCTTACTGAGAGGTTTTCTCAGGACCTTGATCAGTTTGCTCTGGG
ATTTTGGGAAGTTGATCTTACTGAGAGGTTTTCTCAGGACCTTGATCAGTTTGCTCTGGG

KA KA A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AR KA AR KK

ACGAAAGTTTCTGTATCAAGCTGGTATACGTACTGCTGTTACGGGCCGCGGGGTCAAAAG
ACGAAAGTTTCTGTATCAAGCTGGTATACGTACTGCTGTTACGGGCCGCGGGGTCAAAAG
ACGAAAGTTTCTGTATCAAGCTGGTATACGTACTGCTGTTACGGGCCGCGGGGTCAAAAG
ACGAAAGTTTCTGTATCAAGCTGGTATACGTACTGCTGTTACGGGCCGCGGGGTCAAAAG

R R R R R R R R R R R R R R R R R R R R I

GGCAGCGTCTACAACCTCTGCGTCTTCTAGACGAGTTGTAAAAAGGAAGAGGGGAAGCAA
GGCAGCGTCTACAACCTCTGCGTCTTCTAGACGAGTTGTAAAACGGAAGAGGGGAAGCAA
GGCAGCGTCTACAACCTCTGCGTCTTCTAGACGAGTTGTAAAACGGAAGAGGGGAAGCAA
GGCAGCGTCTACAACCTCTGCGTCTTCTAGACGAGTTGTAAAACGGAAGAGGGGAAGCAA

R R R R R R R R R R R R R R Ik R R I

ATAACTGAACTGGTGCTACTAACTGAATTTGGTGCTATGACTCCGGTATTATGAAGTTCT

ATAACTGAACTGGTGCTACTAACTGAA-————————— TGACTCCGGTATTATGAAGTTCT
ATAACTGAACTGGTGCTACTAACTGAA-————————— TGACTCCGGTATTATGAAGTTCT
ATAACTGAACTGGTGCTACTAACTGAA-————————— TGACTCCGGTATTATGAAGTTCT
Hok ok k ok ok ok k kK kK ok kK ok kK ok ok ok ok ok kK k k ok Kk k ok ok ok kK kK kK Kk Kk o ok ok ok ok ok

TGTATTGTATAACTGTTTACTGGGGGCTTACTGTGTATAGGGGGCTTGAGTTGTTTGTCT
TGTATTGTATAACTGTTTACTGGGGGCTTACTGTGTATAGGGGGCTTGAGTTGTTTGTCT
TGTATTGTATAACTGTTTACTGGGGGCTTACTGTGTATAGGGGGCTTGAGTTGTTTGTCT
TGTATTGTATAACTGTTTACTGGGGGCTTACTGTGTATAGGGGGCTTGAGTTGTTTGTCT

R R R R R R R R R R R R R R R R R R R R R R

GTTCTTGTCCATGTCCTTGTGATGTACTTTTGCAACTTAAATAAATGACTAATGCTGACC
GTTCTTGTCCATGTCCTTGTGATGTACTTTTGCAACTTAAATAAATGACTAATGCTGACC
GTTCTTGTCCATGTCCTTGTGATGTACTTTTGCAACTTAAATAAATGACTAATGCTGACC
GTTCTTGTCCATGTCCTTGTGATGTACTTTTGCAACTTAAATAAATGACTAATGCTGACC

KKK KA A A A A A AR A AR A A A A A A AR A A A AR A A A A A A A A A A A A A A A A AR AR AR AR AR AR KN KKK

AGTGTGCCTCGCCTCATTCTTCAGCTCGCACCTGGGCTCACTTTGTGCCAGACTGTCATA
AGTGTGCCTCGCCTCATTCTTTAGCTCGCACCTGGGCTCACTTTGTGCCAGACTGTCATA
AGTGTGCCTCGCCTCATTCTTTAGCTCGCACCTGGGCTCACTTTGTGCCAGACTGTCATA
AGTGTGCCTCGCCTCATTCTTTAGCTCGCACCTGGGCTCACTTTGTGCCAGACTGTCATA

R

ACAAACAGTCTCTGTTGGCTGTGTGCTCTCTAATTTCTTGAAAAGACGTGTTTTGACGAA
ACAAACAGTCTCTGTTGGCTGTGTGCTCTCTAATTTCTCGAAAAGACGTGTTTTGACGAA
ACAAACAGTCTCTGTTGGCTGTGTGCTCTCTAATTTCTCGAAAAGACGTGTTTTGACGAA
ACAAACAGTCTCTGTTGGCTGTGTGCTCTCTAATTTCTCGAAAAGACGTGTTTTGACGAA

KA K KA KA KA KA KA KA KA A KA KA A A A KA A A KA A A A A A KA A KA A KA A KAAAKAAKXN A AKX A A AR AR AR KRR AR KA KA K KKK
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GGACCGTTTTCGGTCGGGCGCCAGTATCAGCATAAACTCCAGCCAATTTGGCCAAGGTAA
GGACCGTTTTCGGTCGGGCGCCAGTATCAGCATAAACTCCAGCCAATTTGGCCAAGGTAA
GGACCGTTTTCGGTCGGGCGCCAGTATCAGCATAAACTCCAGCCAATTTGGCCAAGGTAA
GGACCGTTTTCGGTCGGGCGCCAGTATCAGCATAAACTCCAGCCAATTTGGCCAAGGTAA

KA KA KA KA A A A A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AN XA KK KK

GGAAATGACTAACTGTCTTGGAACAGATGCGTGTCCTGGCAATTATCCGCGTACCGTTTT
GGAAATGACTAACTGTCTTGGAACAGATGCGTGTCCTGGCAATTATCCGCGTACCGTTTT
GGAAATGACTAACTGTCTTGGAACAGATGCGTGTCCTGGCAATTATCCGCGTACCGTTTT
GGAAATGACTAACTGTCTTGGAACAGATGCGTGTCCTGGCAATTATCCGCGTACCGTTTT

R R R R R R R I I R I I I R R R R I E E E I b b R E b b b b b b b b b b b i i

CGGTCGGGTAAAAAAGGCGCCAAGCTAAGCATGATTCAGAGTTCCATTGTGTTCTGCCAA
CGGTCGGGTAAAAAAGGCGCCAAGCTAAGCATGATTCAGAGTTCCATTGTGTTCTGCCAA
CGGTCGGGTAAAAAAGGCGCCAAGCTAAGCATGATTCAGAGTTCCATTGTGTTCTGCCAA
CGGTCGGGTAAAAAAGGCGCCAAGCTAAGCATGATTCAGAGTTCCATTGTGTTCTGCCAA

KA KA A KA A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A AR AR KA AR KK

GTACAGGTGTGGTGTTCTGGAACGGTCGTACAATTAATCTTTGAGCTGATGGTTGGCAAC
GTACAGGTGTGGTGTTCTGGAACGGTCGTACAATTAATCTTTGAGCTGATGGTTGGCAAC
GTACAGGTGTGGTGTTCTGGAACGGTCGTACAATTAATCTTTGAGCTGATGGTTGGCAAC
GTACAGGTGTGGTGTTCTGGAACGGTCGTACAATTAATCTTTGAGCTGATGGTTGGCAAC

R R R R R R R R R R R R R R R R R R R R I

AATTATTTCCCTCTGAAAAAATTTAGGTGGAGCGGGAACGGTCGCATATAAGTATCAGTG
AATTATTTCCCTCTGAAAAAATTTAGGTGGAGCGGGAACGGTCGCATATAAGTATCAGTG
AATTATTTCCCTCTGAAAAAATTTAGGTGGAGCGGGAACGGTCGCATATAAGTATCAGTG
AATTATTTCCCTCTGAAAAAATTTAGGTGGAGCGGGAACGGTCGCATATAAGTATCAGTG

R R R R R R R R R R R R R R R R R R R R

TGCCCCCATGACCGTATTCGTTC 7523
TGCCCCCATAACCGTATTCGTTC 7510
TGCCCCCATAACCGTATTCGTTC 7510

TGCCCCCATAACCGTATTCGTTC 7510

KAXKXKXKAKAKAAKX AAXAXAXAXAXAXAKAK KK
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