Table S1. Primers, probes, and standard sequences used in this study.

Target Postion Ref Primer sequence Dye/quencher Target sequence
Forward: GATCCCATgéigGAgéTCTCTCGﬁCGCGCTTGG-CTTTATCTT
. 21418- S-CATGACTTTTGAGGTGGATCS CTTTTCGAAGTCTTCGACGTGGTCAGAGTG-
Adenovirus [1] Reverse: SYBR
21555 5-CCGGCCGAGAASGGYGTGCG- CACCAGCCACAL
CAGCTAS CGCGGCGTCATCGAGGCCGTCTACCTGCGCAC
ACCGTTCTCGGCCGG
Forward:
, , TTAATTGTCACCATAAGCAGCCAATACAA-
5 —TGTCACCIS;TIZ;G:CAGYCN—?: G C’? é;r g ﬁ ? CAC ‘Z i 1; AG AT i % c.
Enterovirus  5'UTR 2] 5 -CCCTGA?’{OGb(;GGCTAAT—?) HEX-BHQ1 g i (é %2 E E (T; g g g i ? ? AGATg g (C; % i ?g é g ? g CC é
5-ACGGACACCCAAAGTAG-
——— CAGTTAGGATTAGCCGCATTCAGGGGCCGGA
TACCTCACCGCCGTTTGCCTAGGC-
Forward: TATAGGCTAAATTTTCCCTTTCCCTTTTCCCTTT
5'-TCACCGCCGTTTGCCTAG-3' CCTATTCCCTTTGTTTTGCTTGTAAATATTGAT-
. , Reverse: TTGTAAATATTGATTCCTG-
Hepititis-A  SUTR Bl 5 coacaceceTGeaaGaAAGs  TEXBHQL - ) GGTTCAGGGTTCTTAAATCTGTTTCTCTATA
Probe: AGAACACTCATTTCAC-
5'-TTRATTCCTGCAGGTTCAGG-3' GCTTTCTGTCTTCTTTCTTCCAGGGCTCTCCCCT
TG
Forward: 5-CAAGACCAAT-
CYTGTCACCTCTGACS' 5-CAA- , CTAAAGACAAGACCAATTCTGTCAC-
GACCAATYCTGTCACCTYTGAC-3
Segment i CTCTGACTAAGGGGATTTTGGGGTTT-
. Reverse: 5-GCATTYTGGACAAA-
Influenza-A 7 matrix [4] VCGTICTACG-3' 5-GCATTTTGCA- FAM GTGTTCAC-
protein 2 ) i GCTCACCGTGCCCAGTGAGCGAGGACTGCAG
TAAAGCGTCTACG-3 Probe 5- CGTAGACGCTTTGTCCAAAA
TGCAGTCCT//CGCTCACTGGG-
CACG-3'
Forward: 5-TCCTCAAYTCAC-
Segment TCTTCGAGCG-3' Reverse: 5'- GGATCCTCAACTCACTCTTCGAGCGTTTT-
Influenzap 8O “l CGGTGCTCTTGACCAAATTGG-3' VAK GATGAAGGACATTCAAAGCCAATTCGAG-
structural Probe: 5'- CAGCTGAAACTGCGGTGGGAGTCTTATCCCAA
protein 1 CCAATTCGA//GCAGCTGAAACTGC TTTGGTCAAGAGCACCGATT
GGTG-3'
Forward: 5'-CGCTG-
ORFL GATGCONTTCCATS' Reverse: 5. CGCTGGATGCGATTCCATGACTTAAGTTTGTG-
Noro GI [3] . FAM-MGB GACAGGAGATCGCGATCTCTTGCCCGAT-
RdRp CCTTAGACGCCATCATCATTTAC-3 TATOTAAATGATGATGGCOTCTAAGG
Probe: 5-TGGACAGGAGATCGC-3'
Forward: 5-ATGTTCAGRT- ATGTTCAGATGGATGAGATTCTCAGATCTGAG-
ORF1- GGATGAGRTTCTCWGA-3' Reverse '5 - CACGTGGGAGGGCGATCG-
Noro GII RdRp [3] TCGACGCC{\TCTTCATTCACA% DO-DDQIL -\ 1T CGCTCCCACTITTCTCA ATGAAGATG
Probe: 5'-AGCACGTGG- GCGTCGA
GAGGGCGATCG-3'
Forward: 5'- GACCCCAAAATCAGCGAAATGCACCCCG-
GACCCCAAAATCAGCGAAAT-3' Re- CATTACGTTTGGTGGACCCTCAGAT-
SARS-CoV-2 N1 [5] verse: 5'- TCTGGTTACTGCCAGTT-  FAM-MGB TCAACTGG-
GAATCTG-3' Probe: 5'-ACCCCG- CAGTAACCAGAATGGTGGGGCGCGATCAAAA
CATTACGTTTGGTGGACC-3' CAACGTCGGCCCCA
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