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Figure S1. The Neighbor-joining (NJ) phylogenetic trees constructed on the RNA-dependent RNA polymerase (RdRp) and heat shock protein 70 (HSP70)

gene nucleotide sequences of cucurbit chlorotic virus (CuCV), cucurbit yellow stunting disorder virus (CYSDV) and the representative members of the
genus Crinivirus, family Closteroviridae. The newly identified viruses in this study are indicated by red dots.
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