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Figure S5. Quality control plots related to kinase siRNA depletion proteomics: (a) 
Number of proteins quantified per sample; (b) box plots of intensity distributions of 
proteins in each sample. The box plots are in the Tukey style, central line indicates 
median, the hinges of the box indicate the 25th and 75th quartiles of data. The whiskers 
indicate the largest/smallest values no further than 1.5 * IQR from the closest hinge (IQR 
inter-quartile range).


