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Abstract: Borna disease virus (BoDV-1) is a highly neurotropic RNA virus that causes neurobehavioral
disturbances such as abnormal social activities and memory impairment. Although impairments in
the neural circuits caused by BoDV-1 infection induce these disturbances, the molecular basis remains
unclear. Furthermore, it is unknown whether anti-BoDV-1 treatments can attenuate BoDV-1-mediated
transcriptomic changes in neuronal cells. In this study, we investigated the effects of BoDV-1 infection
on neuronal differentiation and the transcriptome of differentiated neuronal cells using persistently
BoDV-1-infected cells. Although BoDV-1 infection did not have a detectable effect on intracellular
neuronal differentiation processes, differentiated neuronal cells exhibited transcriptomic changes
in differentiation-related genes. Some of these transcriptomic changes, such as the decrease in the
expression of apoptosis-related genes, were recovered by anti-BoDV-1 treatment, while alterations
in the expression of other genes remained after treatment. We further demonstrated that a decrease
in cell viability induced by differentiation processes in BoDV-1-infected cells can be relieved with
anti-BoDV-1 treatment. This study provides fundamental information regarding transcriptomic
changes after BoDV-1 infection and the treatment in neuronal cells.
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1. Introduction

Borna disease virus (BoDV-1) is a member of Mammalian 1 bornavirus of the species
Orthobronavirus bornaense in the genus Orthobornavirus [1,2] and a bornavirus prototype
that infects cells in the central nervous system (CNS) of various animal species [3]. BoDV-1
is a non-segmented, negative-strand RNA virus that encodes at least six viral proteins:
nucleoprotein (N), phosphoprotein (P), X, matrix (M), glycoprotein (G), and large protein
(L) [4,5]. The BoDV-1 ribonucleoprotein complex (RNP), which consists of BoDV-1 genomic
RNA (gRNA) encapsidated by the N protein and BoDV-1 polymerase complex formed by
the P and L proteins, is the replication unit of the virus [4,5]. BoDV-1 produces three major
protein-coding transcripts: N mRNA, X/P mRNA, and M/G/L mRNA. BoDV-1 easily
establishes persistent infection in cells derived from the CNS without overt cytotoxicity.

Acute BoDV-1 infection, known as Borna disease in animals, causes fatal encephalomyeli-
tis in horses and sheep [3]. Recently, fatal human encephalitis cases caused by bornavirus
infections have been sporadically reported in Europe [6–8]. Besides acute infection, bor-
navirus establishes persistent infection in the CNS of animals, and persistently infected ani-
mals exhibit neurobehavioral disturbances resembling human psychiatric disorders [9–12].
Based on these observations, BoDV-1-infected rodents have been proposed as a model
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for psychiatric disorders with neurodevelopmental abnormalities, such as autism and
schizophrenia [9–12]. Consequently, bornavirus infection has been investigated in human
psychiatric disorders for several decades, the results of which have varied between studies.
Some studies report a link between BoDV-1 infection and neuropsychiatric disorders [13],
while other studies report no link between them [14]. Although several meta-analyses have
suggested possible links between bornavirus infection and psychiatric disorders [15–17],
this remains a controversial issue. As acute and persistent bornavirus infection gener-
ates CNS lesions, it is important to investigate a way to treat this viral infection. So far,
interferon-α, ribavirin, T-705 (favipiravir), and a siRNA cocktail (TD-Borna) are nominated
as antivirals against bornaviruses [18–23]. However, it is unclear whether bornavirus-
related CNS lesions, especially functional disturbances in persistently infected neurons,
can be attenuated with these treatments.

In Lewis rats perinatally infected with BoDV-1, BoDV-1 preferentially damages CNS
areas that experience extensive postnatal differentiation, such as the cerebellum and the
dentate gyrus of the hippocampus, which results in the loss of granule cells in the dentate
gyrus and Purkinje cells in the cerebellum, the thinning of cerebellar granule cell layers,
and a decreased overall size and foliation of the cerebellum [9,24–26]. Transgenic expres-
sion of a BoDV-1 virulence factor, phosphoprotein (P), in mice causes neurobehavioral
disturbances and CNS lesions, at least some of which were similar to those observed in per-
sistently BoDV-1-infected rats [27,28]. These studies suggest that BoDV-1 infection causes
neuropathology through neural circuit impairments. The generation of neuronal cells
and the development of the connection between them are two major processes that may
affect neural circuit formation; however, it is still unclear whether neuronal differentiation
processes are disturbed by BoDV-1 infection and the molecular basis underlying neural
circuit impairments.

In the BoDV-1-infected brain, upregulated expression of chemokine genes, such as IP-10
and RANTES, and downregulated expression of neurotrophic factors, such as BDNF and NGF,
have been observed [29–33]. The expression of BDNF and serotonin receptors is downregulated
in P-transgenic (P-Tg) mice, similar to that in BoDV-1-infected rodents [27]. Additionally,
neurotrophic insulin-like growth factor (IGF) signaling is dysregulated by the upregulation of
the insulin-like growth factor binding protein 3 (IGFBP3) expression in P-Tg mice [28]. These
transcriptomic changes impair CNS architecture and/or functions in P-Tg and BoDV-1-infected
animals [28,30]. These observations clearly indicate that BoDV-1 infection alters the host
transcriptome in the CNS, which causes BoDV-1-related neuropathology.

Here, we investigated the effects of BoDV-1 infection on neuronal differentiation and
gene expression to reveal BoDV-1-related neuropathology. While BoDV-1 did not affect
neuronal differentiation processes, it altered the gene expression profile of differentiated
neuronal cells. Anti-BoDV-1 treatment attenuated the impairment of the expression of a
part of dysregulated genes. Our findings suggest that anti-BoDV-1 treatment can improve
some aspects of BoDV-1-related neuronal cell dysfunction and provide a molecular basis
for the improvement of BoDV-1 neuropathology.

2. Materials and Methods
2.1. Cells

SH-SY5Y cells (a human neuroblastoma cell line; ATCC #CRL-2266) were cultured
in Dulbecco’s Modified Eagle Medium (DMEM, Nakalai, Japan) containing Ham’s F12
supplemented with 10% fetal bovine serum (FBS, Sigma-Aldrich, St. Louis, MO, USA)
and 1% non-essential amino acids (NEAA, Gibco, Grand Island, NY, USA). Persistently
BoDV-1-infected SH-SY5Y (SH-SY5Y/BoDV) cells were established in a previous study [22].
Briefly, SH-SY5Y cells were infected with the huP2Br strain of BoDV-1 [34] that were
prepared as cell lysate in DMEM supplemented with 2% FBS of OL cells persistently
infected with the huP2Br strain of BoDV-1 [34]. BoDV-1-infected and mock (uninfected
OL cell lysate)-infected cells were passaged for more than 2 months exactly in the same
passage history, finally obtaining SH-SY5Y/BoDV and uninfected SH-SY5Y cells. SH-SY5Y
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cells were differentiated by treatment with 10 µM retinoic acid (RA) (Sigma-Aldrich, St.
Louis, MO, USA), the stock solution of which was dissolved in DMSO, for two days, as
described previously [35]. Morphological changes were evaluated using an ECLIPSE
Ts2-FL microscope (Nikon, Tokyo, Japan). Neurites were defined as cell protrusions
longer than soma. Total neurite length was measured for each cell. Neurites of more
than 50 cells were evaluated for each condition. Cell viability was evaluated using a
CellTiter-Glo Luminescent Cell Viability Assay (Promega, Madison, WI, USA) according
to the manufacturer’s instructions. The luminescence of cell lysates was measured using
a GloMax Discover microplate reader (Promega, Madison, WI, USA). Each luminescence
was presented as a percentage of that of the scrambled siRNA-treated undifferentiated
SH-SY5Y cells.

2.2. Real-Time RT-PCR

Real-time RT-PCR was conducted as previously described, with some modifica-
tions [22,36,37]. Briefly, total RNA was extracted from the indicated cells and reverse-
transcribed using a Verso cDNA Synthesis Kit (Thermo Fisher Scientific, Waltham, MA,
USA) according to the manufacturer’s instructions. Quantitative real-time RT-PCR (RT-
qPCR) assays were performed using Fast SYBR Green Master Mix (Thermo Fisher Scientific,
Waltham, MA, USA) and gene-specific primers with QuantStudio 6 (Thermo Fisher Scien-
tific, Waltham, MA, USA). RT-qPCR assays for BoDV-1 X/P mRNA, M/G/L mRNA, and
BoDV-1 gRNA were carried out using Luna Universal Probe qPCR Master Mix (New Eng-
land Biolabs, Ipswich, MA, USA) and BoDV-1-specific primers and probes. Gene-specific
primers and probes used in this study are listed in Table S1. We calculated the expression
of each gene using the ∆∆Ct method. Thus, the expression was normalized with that of the
GAPDH gene in each condition and the expression value was presented as a percentage of
the control indicated in each graph.

2.3. RNA-Seq Analysis

Total RNA was isolated from RA-treated or DMSO-treated SH-SY5Y and RA-treated
SH-SY5Y/BoDV cells. Library preparation from total RNA was performed using a TruSeq-
stranded mRNA sample prep kit (Illumina, San Diego, CA, USA) according to the manu-
facturer’s instructions. Sequencing was performed on the Illumina NovaSeq 6000 platform.
Sequenced reads were mapped to the human reference genome sequence (hg38) using
HISAT2. Fragments per kilobase of exon per million mapped fragments (FPKMs) were
calculated using Cufflinks. We set the cut-off FPKM value at 0.1 to remove lowly expressed
transcripts. To select differentially expressed genes, we further set the cut-off FPKM value
at 50 (average of all gene expression) for genes in RA-treated SH-SY5Y cells as we sought to
extract the genes whose expression is upregulated in RA-treated SH-SY5Y cells compared
with both DMSO-treated SH-SY5Y cells and RA-treated SH-SY5Y/BoDV cells. We defined
“differentiation-related” genes as genes that were more than 2.5-fold upregulated in RA-
treated SH-SY5Y cells compared with DMSO-treated control cells because the expression of
a differentiation marker, NCAM2, is reportedly ~2-fold upregulated in RA-treated SH-SY5Y
cells [38]. Genes that were more than 2.5-fold downregulated by BoDV-1 infection were
identified by comparing the expression between RA-treated SH-SY5Y/BoDV cells and
RA-treated control SH-SY5Y cells. Scatter plots of gene expression were generated using
Python 3.9. We further selected differentiation-related genes that were downregulated by
BoDV-1 infection. A heatmap of the expression of selected genes was generated using
Python 3.9.

2.4. siRNA Transfection

Cells were transfected with the indicated siRNAs using Lipofectamine RNAiMAX
(Invitrogen, Carlsbad, CA, USA) at a final concentration of 10 nM. The sequences of the
siRNAs used in this study are as follows:

si-Control, MISSION Negative control (SIC001; Sigma-Aldrich, St. Louis, MO, USA)
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si-BoDV N #2, 5′-UCU UAC UCC AGU AAA ACG CUG-3′ and 5′-GCG UUU UAC
UGG AGU AAG AAG-3′ [22]

si-BoDV L #4, 5′-UCA AGU UGA AGC AGU UUU UUU-3′ and 5′-AAA AAC UGC
UUC AAC UUG ACC-3′ [22]

TD-Borna, a cocktail of si-BoDV N #2 and si-BoDV L #4 [22]

2.5. Western Blot

Western blot was conducted as described previously [22]. Briefly, cell homogenates
were subjected to SDS-PAGE and transferred onto polyvinylidene difluoride membranes.
The membranes were then blocked with 5% skim milk and incubated with a mouse
monoclonal antibody to BoDV-1 N (HN321) [37], BoDV-1 P (HP062) [37], or β-tubulin
(Sigma-Aldrich, St. Louis, MO, USA). After three washes with 0.05% Tween 20 in TBS, the
membranes were incubated with horseradish peroxidase-conjugated secondary antibodies
for 1 h at 37 ◦C. The bound antibodies were detected using a Clarity Western ECL Substrate
(Bio-Rad, CA, USA).

2.6. Statistics

Statistical significance was assessed using a two-tailed Student’s t-test with a threshold
of p < 0.05.

3. Results
3.1. Impact of BoDV-1 Infection on Neuronal Differentiation in SH-SY5Y Cells

To reveal the impact of BoDV-1 infection on neuronal differentiation in more detail,
we induced the differentiation of SH-SY5Y neuroblastoma cells using an established pro-
tocol [35]. Since retinoic acid (RA) was used in the protocol, we evaluated whether the
expression of RA receptors was affected by BoDV-1 infection. The expression of the RA
receptors α, β, and γ (RARA, RARB, and RARG, respectively) was not affected by BoDV-1
(Supplementary Figure S1). Although RA-induced differentiation of SH-SY5Y cells usually
takes three to five days, the protocol used in this study successfully differentiated SH-SY5Y
cells in two days, in agreement with a previous report [35], which was confirmed by exten-
sive production of neurites and induction of neuronal markers in RA-treated cells (Figure 1).
Therefore, we used this protocol and examined the morphological effect of BoDV-1 infection
on RA-induced neuronal differentiation by measuring the sum of neurite length in each
cell after treatment with 10 µM RA for 2 days. As shown in Figure 1B,C, RA treatment
differentiated persistently BoDV-1-infected SH-SY5Y (SH-SY5Y/BoDV) cells comparable to
uninfected SH-SY5Y cells. We also evaluated the BoDV-1 effect by measuring a neuronal
marker, NCAM2 [38], using real-time RT-qPCR. RA treatment induced NCAM2 expression
in SH-SY5Y/BoDV cells comparable to that in SH-SY5Y cells (Figure 1D). As BoDV-1 is
a highly neurotropic virus, we hypothesized that BoDV-1 replicates more efficiently in
differentiated cells than in undifferentiated cells. Consistent with this hypothesis, the
BoDV-1 load in RA-treated differentiated SH-SY5Y/BoDV cells was higher than that in
undifferentiated cells (Figure 1E). These results suggest that BoDV-1 infection does not
have a detectable impact on neuronal differentiation processes and that BoDV-1 replicates
more efficiently in differentiated neuronal cells.

3.2. Impairment in the Induction of Differentiation-Related Genes by BoDV-1 Infection

Although BoDV-1 showed a minimal impact on neuronal differentiation processes
apparently, it may affect the properties of differentiated cells at the transcriptome level.
To reveal the impact of BoDV-1 on the transcriptome of differentiated cells, total RNA
was extracted from undifferentiated (DMSO-treated) SH-SY5Y, differentiated (RA-treated)
SH-SY5Y, or differentiated SH-SY5Y/BoDV cells and subjected to RNA-seq analyses. We
compared the transcriptome of undifferentiated SH-SY5Y cells with that of differentiated
SH-SY5Y cells and identified 54 differentiation-related genes that were upregulated in
SH-SY5Y cells following RA treatment (Figure 2A,C). We also compared the transcriptome
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of differentiated SH-SY5Y cells with that of differentiated SH-SY5Y/BoDV cells and identi-
fied 34 genes that were downregulated by BoDV-1 infection (Figure 2B,C). Although the
expression of three fourths of the differentiation-related genes was not impaired by BoDV-1
infection, we identified that one fourth was downregulated by BoDV-1 infection. These
genes included FLNB, HGF, IFITM2, IGFBP6, ITGA1, MGP, NPC2, PLAT, PLS3, S100A16,
TGM2, TMSB4X, and TNFRSF12A (Figure 2C,D). Among 13 genes, the expression changes
of 12 genes were confirmed by real-time RT-qPCR analyses (Supplementary Figure S2).
These results suggest that BoDV-1 affects the expression of a part of differentiation-related
genes in differentiated neuronal cells.
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SH-SY5Y cells used in this study. SH-SY5Y cells were differentiated with 10 µM retinoic acid (RA) for
2 days. (B–D) Neuronal differentiation of BoDV-1-infected and uninfected SH-SY5Y cells. Neuronal
differentiation was evaluated with the cell morphological changes (B), the total length of neurites
in a cell (C), and the NCAM2 gene expression (D). (E) BoDV-1 infection in differentiated (RA) and
undifferentiated (DMSO) SH-SY5Y/BoDV cells. Bars, 30 µm. We calculated the expression of each
gene using the ∆∆Ct method. The expression of each gene was normalized with that of the GAPDH
gene in each condition. Values are expressed as the mean percentage + standard error of the mean
(SEM) of at least three independent experiments. N.S, non-significant; ***, p < 0.005; ****, p < 0.001.

3.3. Effect of a siRNA Cocktail, TD-Borna, on BoDV-1 Infection and the Expression of
Differentiation-Related Genes Impaired by BoDV-1 Infection

We next investigated whether the transcriptome alterations induced by BoDV-1 infec-
tion were relieved by anti-BoDV-1 treatment. Previously, we developed TD-Borna, a cocktail
of siRNAs against N and M/G/L mRNAs that has the potential to combat bornavirus infec-
tion in persistently bornavirus-infected cells [22]. TD-Borna is the only known bornavirus
treatment that effectively reduces BoDV-1 load in SH-SY5Y/BoDV cells [22]. Therefore,
we used TD-Borna to evaluate its effect on the expression of differentiation-related genes
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impaired by BoDV-1 infection. Consistent with a previous report [22], TD-Borna effectively
reduced BoDV-1 load and three BoDV-1 mRNAs in differentiated SH-SY5Y/BoDV cells
(Figure 3A–D). At the protein level, TD-Borna almost eliminated BoDV-1 proteins from
infected cells (Figure 3E), suggesting that replication- and/or transcription-competent
BoDV-1 RNPs are severely decreased by TD-Borna treatment. In this setting, TD-Borna
treatment successfully relieved the BoDV-1-mediated impairment in the expression of
several differentiation-related genes, such as HGF, IFITM2, NPC2, PLS3, and TNFRSF12A
(Figure 4). In contrast, TD-Borna treatment did not exert any effect on the impaired ex-
pression of other differentiation-related genes, such as FLNB, ITGA1, MGP, and TMSB4X
(Supplementary Figure S3). These results suggest that treatment of BoDV-1 infection can
relieve some of the transcriptomic impairments induced by BoDV-1 infection, whereas
some of the BoDV-1 transcriptomic changes remain after treatment.
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related (left circle) and BoDV-1-impaired (right circle) genes identified by RNA-seq. The overlapped
genes are indicated. (D) Heatmap showing the expression levels of BoDV-1-impaired, differentiation-
related genes.
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Figure 3. Suppression of BoDV-1 infection by TD-Borna treatment. (A) Effects of TD-Borna treatment
on BoDV-1 load in SH-SY5Y/BoDV cells. SH-SY5Y/BoDV cells were treated with DMSO or RA in
the presence or absence of TD-Borna for 2 days. The amounts of BoDV-1 gRNAs in SH-SY5Y/BoDV
cells were determined by RT-qPCR analyses. (B–D) The amounts of N (B), X/P (C), and M/G/L (D)
mRNAs in SH-SY5Y/BoDV cells. The amounts of BoDV-1 mRNAs were determined by RT-qPCR
analyses. (E) The amounts of BoDV-1 proteins in SH-SY5Y/BoDV cells. The amounts of BoDV-1 N,
BoDV-1 P, and tubulin were determined by western blot analyses using specific antibodies. siCont,
the scrambled siRNA-treated control; TD-Borna, the siRNA cocktail against BoDV-1. We calculated
the expression of each gene using the ∆∆Ct method. The expression of each gene was normalized
with that of the GAPDH gene in each condition. Values are expressed as the mean percentage + SEM
of four independent experiments. ***, p < 0.005; ****, p < 0.001.

3.4. Effect of TD-Borna on Cell Viability during Neuronal Differentiation in BoDV-1-Infected
SH-SY5Y Cells

As all of the differentiation-related genes that respond to anti-BoDV-1 treatment, i.e.,
HGF, IFITM2, NPC2, PLS3, and TNFRSF12A, are involved in the apoptosis pathway, we
finally evaluated cell viability during neuronal differentiation. RA-treated SH-SY5Y cells
exhibited more than 90% of viability, whereas the viability of RA-treated SH-SY5Y/BoDV
cells was ~60%, suggesting that BoDV-1 infection impairs cell viability during neuronal
differentiation (Figure 5). TD-Borna slightly but significantly attenuated this impairment in
cell viability. These results suggest that TD-Borna can relieve BoDV-1-mediated impairment
in cell viability during neuronal differentiation.
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4. Discussion

In this study, we obtained three novel insights into BoDV-1 infection in neuronal
differentiation. First, BoDV-1 infection did not have a detectable impact on intracellular
neuronal differentiation processes (Figure 1). Second, BoDV-1 impaired the expression of
several differentiation-related genes in differentiated neuronal cells (Figure 2). Third, some
BoDV-1-related transcriptomic changes and impairment in cell viability during neuronal
differentiation were relieved by treatment of BoDV-1 infection (Figures 3–5).
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While we did not detect impairments in intracellular neuronal differentiation processes
(Figure 1), BoDV-1 reportedly infects neural progenitor cells and inhibits neurogenesis,
especially GABAergic neurogenesis [39–42]. Furthermore, neuronal differentiation of
BoDV-1-infected PC12 cells in response to nerve growth factor (NGF) is also impaired [43].
These results suggest that BoDV-1 infection may impair the expression of soluble factors
and/or receptors for soluble factors that trigger neuronal differentiation but not intracellular
differentiation processes. Indeed, NGF receptors are downregulated in BoDV-1-infected
PC12 cells [43], and transgenic expression of BoDV-1 P, a major virulence factor, in mice
causes abnormal expression of neurotropic factors and neurotransmitters [27]. Alternatively,
BoDV-1 infection does not impair all types of neurogenesis, and only a subpopulation of
neurogenesis, for example GABAergic neurogenesis, might be disturbed by the infection.
Further investigation is required to explain this discrepancy.

Although we demonstrated that BoDV-1 infection impaired the neuronal transcrip-
tome (Figure 2 and Supplementary Figure S2), the underlying molecular mechanisms are
unknown. BoDV-1 is a unique RNA virus that establishes a persistent infection in the
cell nucleus [4,5,44]. During persistent infection, BoDV-1 closely associates with the host
chromosomes to ensure intranuclear infection [45,46]. Since viral RNP binds to the host
chromosome through its interaction with core histones and a host chromatin-remodeling
DNA architectural protein, HMGB1 [45], BoDV-1 infection might affect host gene expres-
sion through these interactions. The expression of a chromatin-remodeling factor, MeCP2,
is reportedly reduced in BoDV-1-infected neurons, suggesting that BoDV-1 infection might
affect host gene expression through MeCP2 downregulation [47]. Reduced histone acety-
lation has been reported in BoDV-1 infection, which supports the theory that BoDV-1
infection affects host transcriptome through an epigenetic modification [30,48]. Further-
more, treatment with a histone deacetylase inhibitor attenuates the negative effects of
BoDV-1 infection [30]. Based on these previous findings, we speculate that BoDV-1 infec-
tion may alter the neuronal transcriptome, possibly through modulations of host chromatin
remodeling factors and/or epigenetic modifications such as histone acetylation.

Among 12 differentiation-related genes that were downregulated by BoDV-1 infec-
tion, five genes, i.e., FLNB, HGF, ITGA1, PLS3, and TMSB4X, are related to focal adhesion
and cytoskeletal regulation, both of which are critical for neural circuit formation and
synaptic function. For example, FLNB enhances cell motility via the phosphorylation of
focal adhesion kinase [49]. PLS3 localizes to cell protrusions and plays crucial roles in cell
motility through cross-linking actin filaments [50]. As BoDV-1 infection or BoDV-1 protein
expression impairs neural circuit formation, synaptic plasticity, and memory [28,30,44,51],
transcriptomic changes identified in this study might provide hints for uncovering molecu-
lar mechanisms of these BoDV-1-related impairments.

Among differentiation-related genes that were downregulated by BoDV-1 infection,
anti-BoDV-1 treatment by TD-Borna could relieve the decrease in the expression of five
genes, i.e., HGF, IFITM2, NPC2, PLS3, and TNFRSF12A (Figure 4). We noticed that
all of these five genes are involved in apoptosis regulation: HGF, NPC2, and PLS3 are
anti-apoptotic proteins, while IFITM2 and TNFRSF12A are pro-apoptotic proteins. HGF
suppresses apoptotic signals through inhibition of caspase-3 activity, induction of anti-
apoptotic proteins, such as Bcl-xL, or sequestration of Fas [52]. NPC2 is also shown to
have anti-apoptotic effects [53]. IFITM2 induces apoptosis in a caspase-dependent, but
p53-independent, manner [54]. PLS3 downregulation enhances P38 MAPK-mediated apop-
tosis [55]. BoDV-1 P is known to be phosphorylated by several kinases and acts as a decoy
of the phosphorylation [56]. Taken together with our results, BoDV-1 infection may regulate
PLS3-dependent apoptosis both transcriptionally and post-transcriptionally. TNFRSF12A is a
receptor for tumor necrosis factor-like weak inducer of apoptosis (TWEAK), which activates
multiple cell death pathways including apoptosis [57]. Although proteins encoded in the five
above-mentioned genes contained both anti-apoptotic and pro-apoptotic proteins, we found
that BoDV-1 infection decreased cell viability during neuronal differentiation and anti-BoDV-1
treatment by TD-Borna could attenuate this decrease (Figure 5). These results suggest that a
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decrease in the expression of anti-apoptotic genes plays more roles than that in the expression
of pro-apoptotic genes in the BoDV-1-mediated decrease in cell viability during neuronal
differentiation. Further investigation is required for the evaluation of this speculation.

In conclusion, although BoDV-1 does not have a detectable effect on intracellular
differentiation processes, BoDV-1 infection affects the transcriptome in differentiated neu-
ronal cells. As some of these BoDV-1 transcriptomic changes related to apoptosis were
attenuated by antiviral treatment (Figure 4), it is important to treat BoDV-1 infection as
early as possible to minimize BoDV-1-related neuronal cell dysfunction. Therefore, the
development of additional therapeutic options will improve the outcome of BoDV-1 in-
fection. Finally, because anti-BoDV-1 treatment did not relieve all BoDV-1 transcriptomic
changes (Supplementary Figure S3), prevention of BoDV-1 infection is the best way to avoid
BoDV-1-related neuronal cell dysfunction. In this sense, the development of a BoDV-1
vaccine is also an important issue for future investigations.

Supplementary Materials: The following supporting information can be downloaded at: https://
www.mdpi.com/article/10.3390/v15040942/s1, Figure S1: Comparable expression of receptors for
RA in SH-SY5Y cells and SH-SY5Y/BoDV cells. Figure S2: Confirmation of RNA-seq results using
real-time RT-qPCR analyses. Figure S3: Effect of TD-Borna on BoDV-1-related transcriptomic changes
in differentiated SH-SY5Y/BoDV cells. Table S1. List of primers and probes used in this study.

Author Contributions: D.T., K.U. and T.H. conducted the experiments; D.T. and T.H. analyzed the
data; T.H. conceived, designed the study and wrote the paper. All authors have read and agreed to
the published version of the manuscript.

Funding: This study was supported in part by JSPS KAKENHI (Grant Numbers JP18H02664,
JP18K19449, JP21H02738 and JP22K19436) and grants from the Takeda Science Foundation, Kobayashi
International Scholarship Foundation, The Naito Foundation, SEI Group CSR Foundation, Ryobi
Teien Memory Foundation, and Suzuken Memorial Foundation.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: The data of RNA-seq analysis were deposited in the GEO database
(accession number GSE224811).

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Amarasinghe, G.K.; Ayllón, M.A.; Bào, Y.; Basler, C.F.; Bavari, S.; Blasdell, K.R.; Briese, T.; Brown, P.A.; Bukreyev, A.; Balkema-

Buschmann, A.; et al. Taxonomy of the order Mononegavirales: Update 2019. Arch. Virol. 2019, 164, 1967–1980. [CrossRef] [PubMed]
2. Rubbenstroth, D.; Briese, T.; Dürrwald, R.; Horie, M.; Hyndman, T.H.; Kuhn, J.H.; Nowotny, N.; Payne, S.; Stenglein, M.D.;

Tomonaga, K.; et al. ICTV Virus Taxonomy Profile: Bornaviridae. J. Gen. Virol. 2021, 102, 001613. [CrossRef] [PubMed]
3. Staeheli, P.; Sauder, C.; Hausmann, J.; Ehrensperger, F.; Schwemmle, M. Epidemiology of Borna disease virus. J. Gen. Virol. 2000,

81, 2123–2135. [CrossRef] [PubMed]
4. Tomonaga, K.; Kobayashi, T.; Ikuta, K. Molecular and cellular biology of Borna disease virus infection. Microbes Infect. 2002, 4,

491–500. [CrossRef] [PubMed]
5. Honda, T.; Tomonaga, K. Nucleocytoplasmic shuttling of viral proteins in borna disease virus infection. Viruses 2013, 5, 1978–1990.

[CrossRef] [PubMed]
6. Hoffmann, B.; Tappe, D.; Höper, D.; Herden, C.; Boldt, A.; Mawrin, C.; Niederstraßer, O.; Müller, T.; Jenckel, M.; van der Grinten, E.;

et al. A Variegated Squirrel Bornavirus Associated with Fatal Human Encephalitis. N. Engl. J. Med. 2015, 373, 154–162. [CrossRef]
7. Schlottau, K.; Forth, L.; Angstwurm, K.; Höper, D.; Zecher, D.; Liesche, F.; Hoffmann, B.; Kegel, V.; Seehofer, D.; Platen, S.; et al.

Fatal Encephalitic Borna Disease Virus 1 in Solid-Organ Transplant Recipients. N. Engl. J. Med. 2018, 379, 1377–1379. [CrossRef]
8. Korn, K.; Coras, R.; Bobinger, T.; Herzog, S.M.; Lücking, H.; Stöhr, R.; Huttner, H.B.; Hartmann, A.; Ensser, A. Fatal Encephalitis

Associated with Borna Disease Virus 1. N. Engl. J. Med. 2018, 379, 1375–1377. [CrossRef]
9. Hornig, M.; Solbrig, M.; Horscroft, N.; Weissenböck, H.; Lipkin, W.I. Borna disease virus infection of adult and neonatal rats:

Models for neuropsychiatric disease. Curr. Top. Microbiol. Immunol. 2001, 253, 157–177. [CrossRef]
10. Pletnikov, M.V.; Moran, T.H.; Carbone, K.M. Borna disease virus infection of the neonatal rat: Developmental brain injury model

of autism spectrum disorders. Front. Biosci. 2002, 7, d593–d607. [CrossRef]

https://www.mdpi.com/article/10.3390/v15040942/s1
https://www.mdpi.com/article/10.3390/v15040942/s1
https://doi.org/10.1007/s00705-019-04247-4
https://www.ncbi.nlm.nih.gov/pubmed/31089958
https://doi.org/10.1099/jgv.0.001613
https://www.ncbi.nlm.nih.gov/pubmed/34227935
https://doi.org/10.1099/0022-1317-81-9-2123
https://www.ncbi.nlm.nih.gov/pubmed/10950968
https://doi.org/10.1016/S1286-4579(02)01564-2
https://www.ncbi.nlm.nih.gov/pubmed/11932200
https://doi.org/10.3390/v5081978
https://www.ncbi.nlm.nih.gov/pubmed/23965528
https://doi.org/10.1056/NEJMoa1415627
https://doi.org/10.1056/NEJMc1803115
https://doi.org/10.1056/NEJMc1800724
https://doi.org/10.1007/978-3-662-10356-2_8
https://doi.org/10.2741/A797


Viruses 2023, 15, 942 11 of 12

11. Pletnikov, M.V.; Jones, M.L.; Rubin, S.A.; Moran, T.H.; Carbone, K.M. Rat model of autism spectrum disorders. Genetic
background effects on Borna disease virus-induced developmental brain damage. Ann. N. Y. Acad. Sci. 2001, 939, 318–319.
[CrossRef] [PubMed]

12. Pletnikov, M.V.; Rubin, S.A.; Vasudevan, K.; Moran, T.H.; Carbone, K.M. Developmental brain injury associated with abnormal
play behavior in neonatally Borna disease virus-infected Lewis rats: A model of autism. Behav. Brain Res. 1999, 100, 43–50.
[CrossRef] [PubMed]

13. Billich, C.; Sauder, C.; Frank, R.; Herzog, S.; Bechter, K.; Takahashi, K.; Peters, H.; Staeheli, P.; Schwemmle, M. High-avidity human
serum antibodies recognizing linear epitopes of Borna disease virus proteins. Biol. Psychiatry 2002, 51, 979–987. [CrossRef] [PubMed]

14. Hornig, M.; Briese, T.; Licinio, J.; Khabbaz, R.F.; Altshuler, L.L.; Potkin, S.G.; Schwemmle, M.; Siemetzki, U.; Mintz, J.; Honkavuori,
K.; et al. Absence of evidence for bornavirus infection in schizophrenia, bipolar disorder and major depressive disorder. Mol.
Psychiatry 2012, 17, 486–493. [CrossRef] [PubMed]

15. Arias, I.; Sorlozano, A.; Villegas, E.; de Dios Luna, J.; McKenney, K.; Cervilla, J.; Gutierrez, B.; Gutierrez, J. Infectious agents
associated with schizophrenia: A meta-analysis. Schizophr. Res. 2012, 136, 128–136. [CrossRef] [PubMed]

16. Wang, X.; Zhang, L.; Lei, Y.; Liu, X.; Zhou, X.; Liu, Y.; Wang, M.; Yang, L.; Zhang, L.; Fan, S.; et al. Meta-analysis of infectious
agents and depression. Sci. Rep. 2014, 4, 4530. [CrossRef] [PubMed]

17. Azami, M.; Jalilian, F.A.; Khorshidi, A.; Mohammadi, Y.; Tardeh, Z. The association between Borna Disease Virus and schizophre-
nia: A systematic review and meta-analysis. Asian J. Psychiatr. 2018, 34, 67–73. [CrossRef]

18. Tokunaga, T.; Yamamoto, Y.; Sakai, M.; Tomonaga, K.; Honda, T. Antiviral activity of favipiravir (T-705) against mammalian and
avian bornaviruses. Antiviral Res. 2017, 143, 237–245. [CrossRef]

19. Mizutani, T.; Inagaki, H.; Araki, K.; Kariwa, H.; Arikawa, J.; Takashima, I. Inhibition of Borna disease virus replication by ribavirin
in persistently infected cells. Arch. Virol. 1998, 143, 2039–2044. [CrossRef]

20. Musser, J.M.B.; Heatley, J.J.; Koinis, A.V.; Suchodolski, P.F.; Guo, J.; Escandon, P.; Tizard, I.R. Ribavirin Inhibits Parrot Bornavirus
4 Replication in Cell Culture. PLoS ONE 2015, 10, e0134080. [CrossRef]

21. Reuter, A.; Horie, M.; Höper, D.; Ohnemus, A.; Narr, A.; Rinder, M.; Beer, M.; Staeheli, P.; Rubbenstroth, D. Synergistic antiviral
activity of Ribavirin and interferon-α against parrot bornaviruses in avian cells. J. Gen. Virol. 2016, 97, 2096–2103. [CrossRef]
[PubMed]

22. Teng, D.; Obika, S.; Ueda, K.; Honda, T. A Small Interfering RNA Cocktail Targeting the Nucleoprotein and Large Protein Genes
Suppresses Borna Disease Virus Infection. Front. Microbiol. 2019, 10, 2781. [CrossRef] [PubMed]

23. Hallensleben, W.; Staeheli, P. Inhibition of Borna disease virus multiplication by interferon: Cell line differences in susceptibility.
Arch. Virol. 1999, 144, 1209–1216. [CrossRef] [PubMed]

24. Pletnikov, M.V.; Rubin, S.A.; Moran, T.H.; Carbone, K.M. Exploring the cerebellum with a new tool: Neonatal Borna disease virus
(BDV) infection of the rat’s brain. Cerebellum 2003, 2, 62–70. [CrossRef] [PubMed]

25. Bautista, J.R.; Rubin, S.A.; Moran, T.H.; Schwartz, G.J.; Carbone, K.M. Developmental injury to the cerebellum following perinatal
Borna disease virus infection. Brain Res. Dev. Brain Res. 1995, 90, 45–53. [CrossRef] [PubMed]

26. Eisenman, L.M.; Brothers, R.; Tran, M.H.; Kean, R.B.; Dickson, G.M.; Dietzschold, B.; Hooper, D.C. Neonatal Borna disease virus
infection in the rat causes a loss of Purkinje cells in the cerebellum. J. Neurovirol. 1999, 5, 181–189. [CrossRef]

27. Kamitani, W.; Ono, E.; Yoshino, S.; Kobayashi, T.; Taharaguchi, S.; Lee, B.-J.; Yamashita, M.; Kobayashi, T.; Okamoto, M.; Taniyama,
H.; et al. Glial expression of Borna disease virus phosphoprotein induces behavioral and neurological abnormalities in transgenic
mice. Proc. Natl. Acad. Sci. USA 2003, 100, 8969–8974. [CrossRef]

28. Honda, T.; Fujino, K.; Okuzaki, D.; Ohtaki, N.; Matsumoto, Y.; Horie, M.; Daito, T.; Itoh, M.; Tomonaga, K. Upregulation of
insulin-like growth factor binding protein 3 in astrocytes of transgenic mice that express Borna disease virus phosphoprotein. J.
Virol. 2011, 85, 4567–4571. [CrossRef]

29. Sauder, C.; Hallensleben, W.; Pagenstecher, A.; Schneckenburger, S.; Biro, L.; Pertlik, D.; Hausmann, J.; Suter, M.; Staeheli, P.
Chemokine gene expression in astrocytes of Borna disease virus-infected rats and mice in the absence of inflammation. J. Virol.
2000, 74, 9267–9280. [CrossRef]

30. Jie, J.; Xu, X.; Xia, J.; Tu, Z.; Guo, Y.; Li, C.; Zhang, X.; Wang, H.; Song, W.; Xie, P. Memory Impairment Induced by Borna Disease
Virus 1 Infection is Associated with Reduced H3K9 Acetylation. Cell. Physiol. Biochem. 2018, 49, 381–394. [CrossRef]

31. Zocher, M.; Czub, S.; Schulte-Mönting, J.; de La Torre, J.C.; Sauder, C. Alterations in neurotrophin and neurotrophin receptor
gene expression patterns in the rat central nervous system following perinatal Borna disease virus infection. J. Neurovirol. 2000, 6,
462–477. [CrossRef] [PubMed]

32. Sauder, C.; Wolfer, D.P.; Lipp, H.P.; Staeheli, P.; Hausmann, J. Learning deficits in mice with persistent Borna disease virus
infection of the CNS associated with elevated chemokine expression. Behav. Brain Res. 2001, 120, 189–201. [CrossRef]

33. Rauch, J.; Steffen, J.F.; Muntau, B.; Gisbrecht, J.; Pörtner, K.; Herden, C.; Niller, H.H.; Bauswein, M.; Rubbenstroth, D.; Mehlhoop,
U.; et al. Human Borna disease virus 1 encephalitis shows marked pro-inflammatory biomarker and tissue immunoactivation
during the course of disease. Emerg. Microbes Infect. 2022, 11, 1843–1856. [CrossRef]

34. Nakamura, Y.; Takahashi, H.; Shoya, Y.; Nakaya, T.; Watanabe, M.; Tomonaga, K.; Iwahashi, K.; Ameno, K.; Momiyama, N.;
Taniyama, H.; et al. Isolation of Borna Disease Virus from Human Brain Tissue. J. Virol. 2000, 74, 4601–4611. [CrossRef] [PubMed]

35. Sánchez-San Martín, C.; Li, T.; Bouquet, J.; Streithorst, J.; Yu, G.; Paranjpe, A.; Chiu, C.Y. Differentiation enhances Zika virus
infection of neuronal brain cells. Sci. Rep. 2018, 8, 14543. [CrossRef] [PubMed]

https://doi.org/10.1111/j.1749-6632.2001.tb03640.x
https://www.ncbi.nlm.nih.gov/pubmed/11462786
https://doi.org/10.1016/S0166-4328(98)00111-9
https://www.ncbi.nlm.nih.gov/pubmed/10212052
https://doi.org/10.1016/S0006-3223(02)01387-2
https://www.ncbi.nlm.nih.gov/pubmed/12062882
https://doi.org/10.1038/mp.2011.179
https://www.ncbi.nlm.nih.gov/pubmed/22290118
https://doi.org/10.1016/j.schres.2011.10.026
https://www.ncbi.nlm.nih.gov/pubmed/22104141
https://doi.org/10.1038/srep04530
https://www.ncbi.nlm.nih.gov/pubmed/24681753
https://doi.org/10.1016/j.ajp.2017.11.026
https://doi.org/10.1016/j.antiviral.2017.04.018
https://doi.org/10.1007/s007050050440
https://doi.org/10.1371/journal.pone.0134080
https://doi.org/10.1099/jgv.0.000555
https://www.ncbi.nlm.nih.gov/pubmed/27439314
https://doi.org/10.3389/fmicb.2019.02781
https://www.ncbi.nlm.nih.gov/pubmed/31849913
https://doi.org/10.1007/s007050050580
https://www.ncbi.nlm.nih.gov/pubmed/10446654
https://doi.org/10.1080/14734220309425
https://www.ncbi.nlm.nih.gov/pubmed/12882236
https://doi.org/10.1016/0165-3806(96)83485-7
https://www.ncbi.nlm.nih.gov/pubmed/8719328
https://doi.org/10.3109/13550289909022000
https://doi.org/10.1073/pnas.1531155100
https://doi.org/10.1128/JVI.01817-10
https://doi.org/10.1128/JVI.74.19.9267-9280.2000
https://doi.org/10.1159/000492890
https://doi.org/10.3109/13550280009091947
https://www.ncbi.nlm.nih.gov/pubmed/11175319
https://doi.org/10.1016/S0166-4328(00)00370-3
https://doi.org/10.1080/22221751.2022.2098831
https://doi.org/10.1128/JVI.74.10.4601-4611.2000
https://www.ncbi.nlm.nih.gov/pubmed/10775596
https://doi.org/10.1038/s41598-018-32400-7
https://www.ncbi.nlm.nih.gov/pubmed/30266962


Viruses 2023, 15, 942 12 of 12

36. Hayashi, Y.; Horie, M.; Daito, T.; Honda, T.; Ikuta, K.; Tomonaga, K. Heat shock cognate protein 70 controls Borna disease virus
replication via interaction with the viral non-structural protein X. Microbes Infect. 2009, 11, 394–402. [CrossRef] [PubMed]

37. Kojima, S.; Honda, T.; Matsumoto, Y.; Tomonaga, K. Heat stress is a potent stimulus for enhancing rescue efficiency of recombinant
Borna disease virus. Microbiol. Immunol. 2014, 58, 636–642. [CrossRef] [PubMed]

38. Korecka, J.A.; van Kesteren, R.E.; Blaas, E.; Spitzer, S.O.; Kamstra, J.H.; Smit, A.B.; Swaab, D.F.; Verhaagen, J.; Bossers, K.
Phenotypic characterization of retinoic acid differentiated SH-SY5Y cells by transcriptional profiling. PLoS ONE 2013, 8, e63862.
[CrossRef]

39. Solbrig, M.V.; Adrian, R.; Baratta, J.; Lauterborn, J.C.; Koob, G.F. Kappa opioid control of seizures produced by a virus in an
animal model. Brain 2006, 129, 642–654. [CrossRef]

40. Solbrig, M.V.; Hermanowicz, N. Cannabinoid rescue of striatal progenitor cells in chronic Borna disease viral encephalitis in rats.
J. Neurovirol. 2008, 14, 252–260. [CrossRef]

41. Brnic, D.; Stevanovic, V.; Cochet, M.; Agier, C.; Richardson, J.; Montero-Menei, C.N.; Milhavet, O.; Eloit, M.; Coulpier, M. Borna
disease virus infects human neural progenitor cells and impairs neurogenesis. J. Virol. 2012, 86, 2512–2522. [CrossRef] [PubMed]

42. Scordel, C.; Huttin, A.; Cochet-Bernoin, M.; Szelechowski, M.; Poulet, A.; Richardson, J.; Benchoua, A.; Gonzalez-Dunia, D.; Eloit,
M.; Coulpier, M. Borna disease virus phosphoprotein impairs the developmental program controlling neurogenesis and reduces
human GABAergic neurogenesis. PLoS Pathog. 2015, 11, e1004859. [CrossRef] [PubMed]

43. Hans, A.; Syan, S.; Crosio, C.; Sassone-Corsi, P.; Brahic, M.; Gonzalez-Dunia, D. Borna Disease Virus Persistent Infection Activates
Mitogen-activated Protein Kinase and Blocks Neuronal Differentiation of PC12 Cells. J. Biol. Chem. 2001, 276, 7258–7265.
[CrossRef] [PubMed]

44. Honda, T. Bornavirus infection in human diseases and its molecular neuropathology. Clin. Exp. Neuroimmunol. 2022, 13, 7–16.
[CrossRef]

45. Matsumoto, Y.; Hayashi, Y.; Omori, H.; Honda, T.; Daito, T.; Horie, M.; Ikuta, K.; Fujino, K.; Nakamura, S.; Schneider, U.; et al.
Bornavirus closely associates and segregates with host chromosomes to ensure persistent intranuclear infection. Cell Host Microbe
2012, 11, 492–503. [CrossRef]

46. Hirai, Y.; Hirano, Y.; Matsuda, A.; Hiraoka, Y.; Honda, T.; Tomonaga, K. Borna Disease Virus Assembles Porous Cage-like Viral
Factories in the Nucleus. J. Biol. Chem. 2016, 291, 25789–25798. [CrossRef]

47. Suberbielle, E.; Stella, A.; Pont, F.; Monnet, C.; Mouton, E.; Lamouroux, L.; Monsarrat, B.; Gonzalez-Dunia, D. Proteomic
analysis reveals selective impediment of neuronal remodeling upon Borna disease virus infection. J. Virol. 2008, 82, 12265–12279.
[CrossRef]

48. Bonnaud, E.M.; Szelechowski, M.; Bétourné, A.; Foret, C.; Thouard, A.; Gonzalez-Dunia, D.; Malnou, C.E. Borna Disease Virus
Phosphoprotein Modulates Epigenetic Signaling in Neurons To Control Viral Replication. J. Virol. 2015, 89, 5996–6008. [CrossRef]

49. Iguchi, Y.; Ishihara, S.; Uchida, Y.; Tajima, K.; Mizutani, T.; Kawabata, K.; Haga, H. Filamin B Enhances the Invasiveness of Cancer
Cells into 3D Collagen Matrices. Cell Struct. Funct. 2015, 40, 61–67. [CrossRef]

50. Brun, C.; Demeaux, A.; Guaddachi, F.; Jean-Louis, F.; Oddos, T.; Bagot, M.; Bensussan, A.; Jauliac, S.; Michel, L. T-plastin
expression downstream to the calcineurin/NFAT pathway is involved in keratinocyte migration. PLoS ONE 2014, 9, e104700.
[CrossRef]

51. Bétourné, A.; Szelechowski, M.; Thouard, A.; Abrial, E.; Jean, A.; Zaidi, F.; Foret, C.; Bonnaud, E.M.; Charlier, C.M.; Suberbielle,
E.; et al. Hippocampal expression of a virus-derived protein impairs memory in mice. Proc. Natl. Acad. Sci. USA 2018, 115,
1611–1616. [CrossRef] [PubMed]

52. Nakamura, T.; Mizuno, S. The discovery of hepatocyte growth factor (HGF) and its significance for cell biology, life sciences and
clinical medicine. Proc. Jpn. Acad. Ser. B Phys. Biol. Sci. 2010, 86, 588–610. [CrossRef] [PubMed]

53. Heo, K.; Jariwala, U.; Woo, J.; Zhan, Y.; Burke, K.A.; Zhu, L.; Anderson, W.F.; Zhao, Y. Involvement of Niemann-Pick type C2
protein in hematopoiesis regulation. Stem Cells 2006, 24, 1549–1555. [CrossRef] [PubMed]

54. Daniel-Carmi, V.; Makovitzki-Avraham, E.; Reuven, E.-M.; Goldstein, I.; Zilkha, N.; Rotter, V.; Tzehoval, E.; Eisenbach, L. The
human 1-8D gene (IFITM2) is a novel p53 independent pro-apoptotic gene. Int. J. Cancer 2009, 125, 2810–2819. [CrossRef]

55. Ma, Y.; Lai, W.; Zhao, M.; Yue, C.; Shi, F.; Li, R.; Hu, Z. Plastin 3 down-regulation augments the sensitivity of MDA-MB-231 cells
to paclitaxel via the p38 MAPK signalling pathway. Artif. Cells Nanomed. Biotechnol. 2019, 47, 689–695. [CrossRef]

56. Schwemmle, M. Borna Disease Virus P-protein Is Phosphorylated by Protein Kinase Cepsilon and Casein Kinase II. J. Biol. Chem.
1997, 272, 21818–21823. [CrossRef]

57. Nakayama, M.; Ishidoh, K.; Kayagaki, N.; Kojima, Y.; Yamaguchi, N.; Nakano, H.; Kominami, E.; Okumura, K.; Yagita, H.
Multiple Pathways of TWEAK-Induced Cell Death. J. Immunol. 2002, 168, 734–743. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1016/j.micinf.2009.01.006
https://www.ncbi.nlm.nih.gov/pubmed/19397879
https://doi.org/10.1111/1348-0421.12193
https://www.ncbi.nlm.nih.gov/pubmed/25154584
https://doi.org/10.1371/journal.pone.0063862
https://doi.org/10.1093/brain/awl008
https://doi.org/10.1080/13550280802074521
https://doi.org/10.1128/JVI.05663-11
https://www.ncbi.nlm.nih.gov/pubmed/22190725
https://doi.org/10.1371/journal.ppat.1004859
https://www.ncbi.nlm.nih.gov/pubmed/25923687
https://doi.org/10.1074/jbc.M005107200
https://www.ncbi.nlm.nih.gov/pubmed/11073944
https://doi.org/10.1111/cen3.12686
https://doi.org/10.1016/j.chom.2012.04.009
https://doi.org/10.1074/jbc.M116.746396
https://doi.org/10.1128/JVI.01615-08
https://doi.org/10.1128/JVI.00454-15
https://doi.org/10.1247/csf.15001
https://doi.org/10.1371/journal.pone.0104700
https://doi.org/10.1073/pnas.1711977115
https://www.ncbi.nlm.nih.gov/pubmed/29378968
https://doi.org/10.2183/pjab.86.588
https://www.ncbi.nlm.nih.gov/pubmed/20551596
https://doi.org/10.1634/stemcells.2005-0458
https://www.ncbi.nlm.nih.gov/pubmed/16484344
https://doi.org/10.1002/ijc.24669
https://doi.org/10.1080/21691401.2019.1576707
https://doi.org/10.1074/jbc.272.35.21818
https://doi.org/10.4049/jimmunol.168.2.734

	Introduction 
	Materials and Methods 
	Cells 
	Real-Time RT-PCR 
	RNA-Seq Analysis 
	siRNA Transfection 
	Western Blot 
	Statistics 

	Results 
	Impact of BoDV-1 Infection on Neuronal Differentiation in SH-SY5Y Cells 
	Impairment in the Induction of Differentiation-Related Genes by BoDV-1 Infection 
	Effect of a siRNA Cocktail, TD-Borna, on BoDV-1 Infection and the Expression of Differentiation-Related Genes Impaired by BoDV-1 Infection 
	Effect of TD-Borna on Cell Viability during Neuronal Differentiation in BoDV-1-Infected SH-SY5Y Cells 

	Discussion 
	References

