Supplementary Table S2. Analytical sensitivity (ASe) of LN34 rRT-PCR, the improved LN34 rRT-PCR, JW12/N165-146 rRT-PCR, hemi-nested RT-PCR, and one-step RT-PCR using RNA transcriptsLimit of Detection (LoD; in bold)
was determined as the higher dilution at which all tested replicates yielded positive results. For LN34 and (n) LN34, Ct values up to 35.9 were accepted. LoD determination for the JW12/N165-146 was based also on the presence of
peaks with expected melting temperature.

RNA Phylogroup | Phylogroup Il Phylogroup IlI
copiels RABV COSM  RABV AF2 EBLV-1b EBLV-1a EBLV-2 ABLV ARAV BBLV KBLV DUVV LBV C LBV A MKV SHIV wcv LLEBV IKOV MBLV
in

¥ Mean SD Mean SD Mean SD Mean SD Mean SD Mean SD Mean SD Mean SD Mean SD Mean SD Mean SD Mean SD Mean SD Mean SD Mean SD Mean SD Mean SD Mean SD

LN34

1E+08 316 0.2
1E+07 142 093 248 0.44 17.4 0.28 153 010 164 02 175 0.2 340 08 275 02 275 03
1E+06 183 0.23 173 0.22 188 0.53 286 0.36 211 029 239 02 185 027 213 19 207 03 238 05 negative 304 05 305 04
1E+05 213 0.23 203 0.04 219 0.37 265 032 246 032 318 075 234 020 250 011 273 0.2 215 0.09 240 0.2 241 0.2 271 05 negative 345 0.8 343 1.0
1E+04 248 0.18 243 036 251 0.62 30.1 0.26 283 0.78 34.7 0.68 267 005 274 012 278 035 305 02 246 016 271 06 275 02 294 10 negative negative negative
1E+03 280 0.39 273 041 281 0.25 298 041 333 0.18 310 0.79 389 138 307 044 308 083 311 030 337 03 283 013 304 05 314 09 329 0.5 negative negative negative
100 314 035 305 055 317 046 33.1 0.70 negative 34.6 0.65 negative 347 030 342 115 350 046 373 08 319 032 339 04 351 06 362 06 negative
10 347 081 339 0.83 350 099 365 0.80 negative negative negative negative negative negative 35.0 0.37 negative negative negative negative
1 negative negative negative negative negative negative negative negative negative negative negative negative negative negative
1E+08 (n) LN34
1E+07
1E+06
1E+05 225 0.78 228 0.02
1E+04 248 0.26 245 0.11 254 019 254 0.05 26.7 0.14 293 0.04 261 142 248 0.51
1E+03 286 0.25 264 0.09 285 013 280 0.16 293 0.71 287 008 297 019 299 092 277 018 324 082 290 074 283 0.21 327 0.37 29.1 03 30.7 0.75
100 30.7 046 296 009 312 063 322 0.52 314 040 33.0 0.15 327 0.13 334 0.15 325 0.10 314 0.23 negative 325 0.86 32.2 0.71 negative 313 0.2 325 0.1 327 0.70 343 1.17
10 33.7 031 33.0 0.32 341 0.93 negative 35.0 0.29 negative negative negative negative 34.2 0.33 negative negative negative negative  36.0 0.5 negative negative negative
1 negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative
1E+08 JW12/N165-146
1E+07 negative 283 0.44
1E+06 negative 333 1.22 30.1 0.29
1E+05 35.1 1.08 242 074 212 011 237 0.17 30.6 040 negative 36.9 0.65 30.9 0.53 344 050 20.7 0.23
1E+04 29.9 0.38 negative 279 052 258 0.15 275 0.08 345 0.25 negative negative 37.3 0.90 37.1 174 278 0.27 negative 251 047
1E+03 296 0.13 280 0.1 295 0.69 31.2 0.06 33.3 043 negative 328 1.08 296 043 315 040 37.8 0.67 negative negative negative 31.2 0.82 negative 31.7 0.41 negative 323 6.11
100 336 010 318 0.2 340 0.22 354 0.33 negative negative 356 048 326 0.67 341 0.60 negative negative negative negative 34.2 0.61 negative 35.2 0.85 33.0 0.22
10 356 1.80 357 1.2 37.0 152 negative negative negative negative 373 0.29 negative negative negative negative negative negative negative 36.0 0.31
1 negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative
(T:;) 77.0 77.0 77.0 78.0 77.0 77.0 78.0 77.5 77.0 77.5 77.5 78.0 77.0 77.0 77.0 77.0 78.0
1E+08 hemi-nested RT-PCR: 1st round
1E+07 positive
1E+06 positive positive positive positive positive
1E+05 positive positive positive positive positive negative positive positive positive positive
1E+04 negative positive negative negative positive negative positive positive negative negative
1E+03 negative positive negative negative positive negative negative negative negative negative negative negative negative negative negative negative positive
100 negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative
10 negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative
1 negative negative negative
1E+08 hemi-nested RT-PCR: 2nd round
1E+07 positive
1E+06 positive positive positive positive positive
1E+05 positive positive positive positive positive negative positive positive positive positive
1E+04 negative positive positive negative positive negative positive positive negative negative
1E+03 negative positive positive positive positive negative negative negative positive negative positive positive negative positive negative negative positive
100 negative positive negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative positive
10 negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative
1 negative negative negative
1E+08 one-step RT-PCR
1E+07 positive positive positive
1E+06 positive negative positive positive positive
1E+05 positive positive positive positive positive positive positive positive positive negative positive positive positive positive positive positive positive
1E+04 positive positive positive positive positive positive positive positive positive negative positive positive positive positive positive positive positive
1E+03 positive positive positive positive positive positive positive positive positive positive negative positive negative positive positive positive positive positive
100 positive positive negative negative positive negative positive positive negative negative negative positive negative positive positive negative negative negative
10 negative negative negative negative negative negative negative negative negative negative negative negative negative positive negative negative negative negative
1 negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative negative




