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Figure S1. ALI exposure system: Thermostatic incubator where cells were maintained during the
exposure (left). Nebulizer (Microlux Medel) attached to Borgwaldt LM4E vaping machine to vapor-

ize solutions (right). Photos were edited using the GIMP image manipulation program (version
2.10.14).
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Figure S2. A) Perspex aerosol exposure chamber. B) The exposure chamber introduces the test aer-
osol through a single gas inlet. A symmetrical aerosol distribution disc ensures uniform cellular air-
liquid interface (ALI) exposure avoiding the accumulation of aerosol inside the system. Specifically,
cells cultured in Transwell inserts were deprived of the apical medium, and then placed in the ex-
posure chamber contained the medium at the basal compartment. The exposure chamber is con-
nected to the LM4 vaping machine to deliver the test aerosol [1].
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Figure S3. Heparan snapshot at 0 ns (up) and calculated 2D interactions in HCoV-229E in its spike’s
receptor-binding domain (RBD) (PDB ID: 6U7G).
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Figure S4. Heparan snapshot at 27 ns (up) and calculated 2D interactions in HCoV-229E in its spike’s

receptor-binding domain (RBD) (PDB ID: 6U7G).
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Figure S5. Heparan snapshot at 77 ns (up) and calculated 2D interactions in HCoV-229E in its spike’s
receptor-binding domain (RBD) (PDB ID: 6U7G).
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Figure S6. Heparan snapshot at 100 ns (up) and calculated 2D interactions in HCoV-229E in its

spike’s receptor-binding domain (RBD) (PDB ID: 6U7G).
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Figure S7. Enoxaparin snapshot at 0 ns (up) and calculated 2D interactions in HCoV-229E in its
spike’s receptor-binding domain (RBD) (PDB ID: 6U7G).
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Figure S8. Enoxaparin snapshot at 26.75 ns (up) and calculated 2D interactions in HCoV-229E in its

spike’s receptor-binding domain (RBD) (PDB ID: 6U7G).
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Figure S9. Enoxaparin snapshot at 71 ns (up) and calculated 2D interactions in HCoV-229E in its

spike’s receptor-binding domain (RBD) (PDB ID: 6U7G).
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Figure S10. Enoxaparin snapshot at 100 ns (up) and calculated 2D interactions in HCoV-229E in its
spike’s receptor-binding domain (RBD) (PDB ID: 6U7G).
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