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Figure S1: Influence of BMI, age, sex, and ethnicity on the likelihood of re-infection. Sex: 1 = male, 2
= female; Ethnicity: 1 = white, 2 = mixed ethnic groups, 3 = Asian, 4 = black/African. Pairwise com-
parisons were made using a one-way ANOVA, and p-values were calculated using Welch’s correc-
tion to compare the mean of each category to the mean of each other category. Samples sizes: prob-
able re-infection: n = 28, no re-infection: n = 59.




