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Supplementary Figure S1. Oncolytic ARV replication in cancer cell lines HeLa, A549, and B16-F10. (A) All cancer cell
lines were infected with ARV at an MOI of 10 for 24 hours. The representative regions of cell fusion, known as a
syncytium, induced by oncolytic ARV were indicated by the red dotted frame. Enlarged images correspond to the
region indicated by the red dotted frame in the low panels. Scale bar, 100 pm. (B) All cancer cell lines were infected
with ARV at the indicated MOI for the respective time points. Plaque assay was performed to analyze the titers of

ARV. All data were obtained in three independent experiments, error bars indicate the mean+ SE.
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Supplementary Figure S2. Quantification of Western blot results. Signals in all Western blots in Fig. 2 were
quantified using Image ] software and normalized to mock-treated (-actin. Values for mock-treated cells were
considered 1-fold. Each value represents mean+ SE from three independent experiments, determined by Duncan's

Multiple Range Test. Similar alphabets (a, b, c) denote no significance at p<0.05.
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Supplementary Figure S3. Cell viability in three cancer cell lines. The cancer cell lines (A549, B16-F10, and HeLa)
transfected with the indicated plasmids for 24 hours. Cell viability was examined by MTT assay. Similar results were

obtained in three independent experiments.
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Supplementary Figure S4. ARV infection and A shRNA transfection alter levels of c-myc, HIF-1a, and glutl in
three cancer cell lines. Three cancer cell lines (A549, B16-F10, and HeLa) were transfected with the cA shRNA for 18
hours followed by ARV infection at an MOI of 10 for 24 hours and examined by Western blots. Signals in all Western
blots in the upper panel were quantified with Image ] and normalized to (3-actin. Each value represents mean+ SE
from three independent experiments, determined by Duncan's Multiple Range Test. Similar alphabets (a, b, c) denote

no significance at p<0.05.
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Supplementary Figure S5. ARV p17 downregulates the levels of c-myc, HIF-1a, and glutl in three cancer cell
lines. Three cancer cell lines transfected with the pcDNA3.1-p17 plasmid at 2, 6, 12, and 18 hours were collected and
examined by Western blots. Signals in all Western blots in the upper panel were quantified with Image ] and
normalized to (-actin. Each value represents meanz SE from three independent experiments, determined by Duncan's

Multiple Range Test. Similar alphabets (a, b, c) denote no significance at p<0.05.
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Supplementary Figure S6. Confirmation of the expression levels of ARV oA protein. (A)Three cancer cell lines
were transfected with or without cA shRNA for 18 hours followed by ARV infection at an MOI of 10 for 24 hours
were collected and examined by Western blots. (B) The cancer lines transfected with or without the pCl-neo-cA
plasmid for 24 hours were examine by Western blots. Signals in all Western blots were quantified with Image ] and

normalized tof- actin.
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Supplementary Figure S7. Quantification of signals in Western blots. Signals in Western blots in Fig. 4 were
quantitated using Image ] software and normalized to mock-treated {-actin. Values for mock-treated cells were
considered 1-fold. Each value represents mean+ SE from three independent experiments, determined by Duncan's

Multiple Range Test. Similar alphabets (a, b, c) denote no significance at p<0.05.



BA549

A 50— B 30+ a B A549
2 40 a =B16-F10 - - EB16-F10
g T p=
= EHeLa & EHela
=] =}
'z 2
£ g
5 =
- <]
8 3
= =
<
5 :
~ Z

Supplementary Figure S8. Quantification of ATeams by fluorescence density analysis. (A)The data of Fig. 5
was quantitated by using Image ] software and normalized to mock-treated ATeams. Each value represents mean=+ SE
from three independent experiments, determined by Duncan's Multiple Range Test. Similar alphabets (a, b, c)
denote no significance at p<0.05. (B) The data of Fig. 6 was quantitated by fluorescence density analysis using
Image ] software and normalized to mock-treated ATeams. Each value represents meant SE from three
independent experiments, determined by Duncan's Multiple Range Test. Similar alphabets (a, b, ¢) denote no
significance at p<0.05.
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Supplementary Figure S9. Quantification of signals in Western blots. Signals in Western blots in Fg. 7E were
quantitated using Image ] software and normalized to mock-treated actin. Values for mock-treated cells were
considered 1-fold. Each value represents mean+ SE from three independent experiments, determined by Duncan's

Multiple Range Test. Similar alphabets (a, b, c) denote no significance at p<0.05.



Supplementary Figure S10: All original uncropped blots.
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