Table S1. Description of the 12 (out of 1362) samples discordant in their Nextstrain clade or Pango lineage assignment between EPISEQ SARS-COV-2 and the reference pipeline.

Dataset Clade Clade Lineage Lineage
EPISEQ SARS-CoV-2 Reference EPISEQ SARS-CoV-2 Reference

ARTIC v3 20E (EU1) 20E (EU1) B.1.177 B.1

ARTIC v4 201 (Alpha, V1) 20I (Alpha, V1) B.1.1.7 Q.6 (alias of B.1.1.7.6)

ARTIC v4 21] (Delta) 21] (Delta) AY.127 (alias of B.1.617.2.127) AY.33 (alias of B.1.617.2.33)
ARTIC v4.1 21]J (Delta) 21J (Delta) AY.39 (alias of B.1.617.2.39) AY.122 (alias of B.1.617.2.122)
ARTIC v4.1 21K (Omicron) 21K (Omicron) BA.1 BA.1.1
ARTIC v4.1 21K (Omicron) 21K (Omicron) BA.1 BA.1.1
ARTIC v4.1 21K (Omicron) 21K (Omicron) BA.1 BA.1.1
ARTIC v4.1 21K (Omicron) 21K (Omicron) BA.1 BA.1.1
ARTIC v4.1 21K (Omicron) 21K (Omicron) BA.1 BA.1.1
ARTIC v4.1 21K (Omicron) 21K (Omicron) BA.1 BA.1.1
ARTIC v4.1 21K (Omicron) None BA.1 BA.1
ARTIC v4.1 21K (Omicron) None BA.1.1 BA.1.1

Legend: Concordant classifications are highlighted in green; discordant classifications are highlighted in red. Lineage aliases were identified using cov-lineages.org (https://cov-

lineages.org/lineage_list.html)



Nextclade

Hlumina

$

Hlumina

Spike mutation

llumina

Other mutations

N:M2341, N:A376T, ORF1a:M3087], ORF1b:A1765, ORF1b:P314L,
(ORF1b:V7671, ORF1b:K1141R, ORF1b:E1184D, ORF3a:ASAS,
sample1 24,99 99,3 | 99,8 | 99,9 | 998 | 98,6 | 98,6 | 99,6 | 98,3 | 20A| 204 | 20A| 20A| 20A| 204 | 204 | 20A| B.1.221 | B.1.221 | B.1.221 | B.1.221 | B.1.221 | B.1.221 | B.1.221 | B.1.221 |[5477N, DE14G] ORF32:057H - ORF3a:A585 - ORF3a:A585 |- ORF32:AS4s |- ORF3a:Asds
sample2 30,75 99,4 | 998 | 99,9 | 998 | 99,0 | 99,0 | 97,1 [ 87,4 | 20a| 20A| 204 | 20A| 20A| 20a| 20A| 204 B.1.387 | B.1387 | B.1.387 | B.1.387 | B.1.387 | B.1.387 | B.1.387 | B.1387 [[D614G] |-0614G_|ORF12:A3220V, ORF1b:P314L, ORF1b:K798R |-ORF1a:A3220v
sample3 23,06 99,9 | 99,8 | 99,9 | 995 | 99,6 | 99,6 | 99,6 | 98,3 | 20A| 20A| 20A| 20A| 204 | 20a | 20A| 204 B.1.387 | B.1.387 | B.1.387 | B.1.387 | B.1.387 | B.1.387 | B.1.387 | B.1.387 [[D614G] [ORF12:M1193V, ORF1b:P314L, ORF1b:K798R +ORF1a:v1160L
M:C33F, ORF1a:F2521V, ORF1a:V3718F, ORF1a:A3956V, ORF1b:P314L,
samplea | 24,97 99,9 | 999 | 99,6 | 998 | 99,6 | 996 | 98,9 | 97,4 | 20A| 204 | 20A| 20A| 20A| 20A | 20A| 204 B.1.147 | 8.1.147 | B.1.147 | B.1.147 | B.1.147 | B.1.147 | B.1.147 | B.1.147 [[D614G] ORF1b:V579L, ORF3a:T141
samples 24,89 99,9 | 999 | 100,0| 99,8 | 99,6 | 99,6 | 99,6 | 99,3 | 20| 20c | 20¢ | 20¢] 20c| 20¢ | 20¢ | 20¢| B2 B1 B1 B1 B1 B1 81 81 |iN1sss, De14G] ORF12:T2651, ORF12:T18221, ORF1b:P314L, ORF32:A54V, ORF3a:Q57H
sample6 3010 999|997 | 999 | 99,7 | 96,4 | 98,8 | 98,9 | 81,8 | 20€ | 20 | 20€ | 20€ | 20€ | 20€ | 20€ |20€ | 8.1.177 | 8.1.177 | 8.1.177 | 81177 | B.1.177 | B.1177 | 81177 | B.1.177 |[A222V, D614G] IN:A220V, ORF1a:D4218N, ORF1b:P314L
N:P675, N:P199L, ORF1a:T2651, ORF1a:L3352F, ORF1b:P3141,
(ORF1b:N1653D, ORF1b:R2613C, ORF3a:Q57H, ORF3a:G172V,
sample7 26,61 99,5 | 99,7 | 99,9 | 998 | 98,9 | 989 | 99,6 | 98,3 | 206|206 20G | 206|206|206|206|206| 812 | 812 | B12 | B2 | Bi2 | B12 | B12 | B12 [ID614G] ORF8:5241
N:D3L, N:R203K, N:G204R, N:5235F, ORF1a:NAGOY, ORF1a:T1001],
[H69-, V70-, Y144-, E484K, NS01Y, (ORF12:A1708D, ORF12:12230T, ORF1a:53675-, ORF1a: G3676-,
|A570D, D6146, P8 1H, T7161, 59824 [ORF12:F3677-, ORF1b:D251N, ORF1b:P314L, ORF8:027*, ORF8:RS2I,
samples 19,16 |Alpha [ 99,8 | 996 | 99,9 | 99,8 | 99,5 | 99,5 | 99,5 | 98,2 | 201 | 201 | 201 | 201 | 201 | 201 | 201 | 201 | 8117 | 8117 | 8117 | BA17 | 8117 | 8117 | B117 | B.117 |D1118H] [ORF8:K68®, ORFS:Y73C, ORF8:L118V, ORF8:F120L
[H69-, V70-, Y144-, N501Y, AS70D, N:D3L, N:R203K, N:G204P, N:5235F, ORF1a:T1001I, ORF1a:A1708D,
D614G, PE81H, T7161, 59824, (ORF12:12230T, ORF12:53675-, ORF1a:G3676-, ORF1a:F3677-,
sampled 17,99 |Aipha | 99,8 | 99,7 | 99,9 | 99,8 | 99,5 | 995 | 99,5 | 98,2 | 201 | 201 | 201 | 201 | 201 | 201 | 201 | 201 | 8117 | 8017 | 8117 | BAAT | BAL7 | BAL7 | 8117 | 8117 |D1118H] ORF1b:P314L, ORF8:027*, ORF8:RS2I, ORF8:K68*, ORFE:Y73C
[H69-, V70-, Y144-, N501Y, AS70D, [N:D3L, N:R203K, N:G204R, N:5235F, ORF1a:T1001I, ORF1a:A1708D,
D614G, P681H, T7161, 59824, (ORF1a: 122307, ORF1a:53675-, ORF12:G3676-, ORF1a:F3677-,
sample10 | 1871 |Alpha | 99,8{ 99,7 | 999 | 99,8 | 99,5 | 99,5 | 99,5 | 97,5 | 201 | 201 | 201 | 201 | 201 | 201 | 201 201 | 8117 | 8117 | BA17 | 8117 | B117 | 8117 | B117 | B117 |D1118H] [ORF10:P314L, ORF72:P34L, ORF8:027*, ORF8:R52], ORF8:Y73C
N:D3L, N:R203K, N:G204R, N:5235F, ORF1a:KS8R, ORF1a:T10011,
[H69-, V70-, Y144., E484K, NSO1Y, (ORF12:41708D, ORF12:12230T, ORF1a:53675-, ORF1a:G3676.
|AS570D, D614G, PEB1H, T7161, 59824 (ORF1a:F3677-, ORF1b:P314L, ORF8:Q27*, ORF8:R52], ORF:K6S*,
[sample11 | 23,12 |Alpha | 99,8 | 99,8 | 99,9 | 997 | 99,5 | 99,5 | 98,6 | 98,0 | 201 | 201 | 201 | 201 | 201 | 201 | 201 | 201 | 8117 | 8117 | 8117 | 8117 | 8117 | 8117 | 8117 | B.117 [D1118H) ORF8:Y73C
[L18F, D8OA, D215G, 1241-, 1242, E:P71L, N:T2051, ORF1a:T265I, ORF1a:V649F, ORF1a:K1655N,
[4243-, KA17N, 484K, NSO1Y, 3 3 3 3
sample12 | 27,43 |Beta 99,8 | 998 | 99,3 | 997 | 99,5 | 986 | 98,2 | 98,2 |20H |20H | 20H | 20H |20H | 20H | 20H [20H | B.1.351 | B.1.351 | B.1.351 | B.1.351 | B.1.351 | B.1.351 | B.1.351 | B.1.351 [D614G, A701V] |-A701v ORF10:P314L, ORF1b:0813H, ORF32:057H, ORF3a:S171L
[D80A, D215G, 1241-, 1242-, A243-, E:P71L, N:Q28R, N:T2051, ORF1a:T2651, ORF1a:K1655N, ORF1a:K3353R,
k417N, E484K, NSO1Y, D614G, -E4BAK, - ORF12:53675-, ORF12:G3676-, ORF1a:F3677-, ORF1b:P314L,
sample13 | 22,82 |geta 998 | 99,6 | 991 | 99,2 | 9955 | 99,5 | 97,9 | 98,7 [20H | 20H |20 | 20H |20H |20H |20H |20H | B.1.351 | B.1.351 | B.1.351 | B.1351 | B.1.351 | B.1.351 | B.1.351 | B.1.351 |A701V) Ns01Y [ORF32:057H, ORF3a:5171L, ORF9b:R25G
N:P8OR, N:R191C, N:R203K, N:G204R, ORF1a:51188L, ORF1a:K1795Q,
[L18F, T20N, 265, D138Y, R1905, (ORF1a:53675-, ORF12:63676-, ORF1a:F3677-, ORF1b:P314L,
k4177, E484K, NSO1Y, D614G, -E4B4K, - (ORF1b:£1264D, ORF3a:1118M, ORF3a:T223), ORF32:5253P, ORFB:E92K,
sample1a | 25,09 |Gamma | 999 | 99,8 | 99,5 | 99,8 | 996 | 99,6 | 96,8 | 98,3 |20 | 200 | 201 | 200 | 200 | 201 [20s [20) | P.1.36 | P16 | P.1.16 | P116 | P16 | P16 | P16 | P.116 |HESSY, T1027), V1176F] Ns01Y ORFob:Q77E
[Q52R, A67V, HES-, V70-, Y144-, E:L21F, M:182T, N:M1-, N:S2M, N:D3Y, N:A12G, N:T205I, ORF1a:K247N,
k150N, D215Y, E484K, D614G, (ORF12:T2007I, ORF12:53675-, ORF1a:G3676-, ORF1a:F3677-,
sample1s | 20,02 996 | 99,6 | 995 | 99,5 | 995 | 99,5 | 97,8 | 97,1 [210 |210 {210 |21D |210 |210 210 |210 | B.1.525 | B.1.525 | B.1.525 | B.1.525 | B.1.525 | B.1.525 | B.1.525 | B.1.525 |Q677H, Fassl] -s2R_|-as52R (ORF10:P314F, ORF6:M1-, ORF6:F2M, ORF8:R115L, ORF9b:HID -E21F -E21F -E21F -E21F
M:182T, N:P6L, N:D63G, N:R203M, N:P2075, N:D377Y, ORF1a:L580F,
(ORF12:0981G, ORF12:G15485, ORF1a:P1640L, ORF1:T2846,
-G1420,- (ORF12:A3209V, ORF1a:V3718A, ORF1a:T3750I, ORF1b:P314L,
[T19R, G142, E156-, F157-, R158G, E156-, -F157- [ORF16:K469N, ORF1b:G6625, ORF1b:P1000L, ORF1b:T2490M,
4222V, L452R, T478K, D614G, PE3IR| -R158G, - (ORF32:5261, ORF7a:V24F, ORF7a:T120l, ORF8:D119-, ORFE:F120-, [+ORF1b:K2557R,
sample16 | 2550 |pelta | 99,4 | 99,8 | 996 | 99,8 | 97,5 | 98,1 | 96,7 | 936 211 | 211 | 201 |21 | 211 | 211 [ 201 |21 | Av.66 | AV.66 | AY.66 | AY66 | AY66 | AV.66 | AV.66 | AY.66 |p9soN] 61420 |A222v, |-0614G_|ORF90:P35, ORFIbT60A +ORF7a:v82A +ORF7a:v82A +ORF7a:v82A |-ORF7a:T1201 _|+ORF7a:v82A
M:182T, N:D63G, N:R203M, N:D377Y, ORF1a:P1640L, ORF1a:A3200V,
(ORF12:V37184, ORF1a:T37501, ORF1b:R188Q, ORF1b:P314L,
[T19R, 61420, E156-, F157-, R158G, (ORF1b:G6625, ORF1b:P1000L, ORF1b:T1540], ORF3a:s26L,
4222V, L452R, T478K, D614G, PEB1R| (ORF32:W193R, ORF72:V82A, ORF7:T120], ORFE:D119-, ORFE:F120-,
sample17 | 24,12 |pelta | 99,8 | 99,8 | 99,1 | 99,8 | 99,5 | 99,5 | 98,6 | 99,5 | 211 | 211 | 211 | 211 | 211 | 211 [ 201 [ 211 | Av.9.2 | Av.9.2 | Av.92 | Av.92 | Av.92 | AY9.2 | AY9.2 | Av9.2 |p9son] 61420 61420 (ORF9b:T60A
M:182T, N:Q9L, N:D63G, N:R203M, N:G215C, N:D377Y, ORF1a:A13065,
(ORF1a:K1655N, ORF1a:P2046L, ORF1a:P22875, ORF1a:V2930L,
(ORF12:732551, ORF1a:T3646A, ORF1b:P314L, ORF1b:G662S,
[T19R, 142D, E156-, F157-, R158G, (ORF16:18291, ORF1b:P1000L, ORF1b:A1918V, ORF3a:526L, ORF7a:V82A,
L452R, Ta78K, D614, PEBIR, (ORF72:T1201, ORF7b:T401, ORF8:D119-, ORF8:F120-, ORFIb:S6C,
sample18 | 1517 |pelta | 99,9| 99,7 | 9856 | 99,8 | 99,5 | 988 | 97,6 | 995 |21 |21 |21 |21 |21 |21 [2w |21 | Av.a3 | Ava3 | Ava3 | Av43 | Av43 | Ava3 | Avas | ava3 |poson] -61420 -61420 ORFOb:TE0A
[M:182T, N:D63G, N:R2031, N:G215C, N:5327L, N:D377Y, ORF1a:P309L,
(ORF12:A13065, ORF1a:P1977L,0RF1a:P22875, ORF1a:V2930L,
(ORF1a:T32551, ORF1a:T3646A, ORFLa:F42691, ORF1b:P314L,
[T19R, 61420, E156-, F157-, R158G, (ORF1b:G6625,0RF1b: P1000L, ORF1b:A1918V, ORF3a:526L,
L452R, Ta78K, D146, PEBIR, (ORF72:V82A,ORF72:T1201, ORF7b:T40], ORF8:D119-, ORF8:F120-,
[sample19 | missing [Delta | 99,2 | 99,8 | 98,8 | 99,1 | 98,7 | 97,9 | 968 | 97,3 |21 |21 |21 |21 |21 |21 |21) |21 | Av54 | Av54 | AVS4 | AvS4 | AVS4 | AvS4 | AVS54 | AY54 [D95ON] 61420 61420 ORF9b:T60A +ORF1a:P2046L | +ORF1a:P2046L | +ORF1a:P2046L +ORF12:P2046L
M:182T, N:QOL, N:D63G, N:R203M, N:G215C, N:D377Y, ORF1a:A13065,
(ORF12:P2046L, ORF1a:P22875, ORF1a:v2930L, ORF1a:T32551,
[+a67v, (ORF12:T3646A, ORF1b:P314L, ORF1b:G662S, ORF1b:1829,
[T19R, G142D, E156-, F157-, R158G, | |+H69-, (ORF1b:P1000L, ORF1b:A1918V, ORF3a:526L, ORF7a:V82A,
La52R, Ta78K, D614, PE8IR, [+v70-, - (ORF72:T1201, ORF7b:T40, ORF8:D119-, ORF8:F120-, ORF9B:SEC,
sample20 | 29,06 |peta | 99,8 | 99,7 | 993 | 99,7 | 99,5 | 988 | 97,6 | 98,2 |21 |21 |21 |21 |21 |21 [2w |21 | Av.a3 | Ava3 | Ava3 | Av43 | Av43 | Ava3 | Ava3 | Ava3 |Doson] 61420 -61420 lORFOb:T6E0A
[M:182T, N:D63G, N:R203M, N:G215C, N:D377Y, ORF1a:E87D,
(ORF12:P1158T, ORF1a:A13065, ORF1a:L1683], ORF1a:£1724D,
(ORF12:P2046L, ORF1a:P22875, ORF1a:v2930L, ORF1a:T32551,
[T19R, G142D, E156-, F157-, R158G, (ORF12:T3646A, ORF1b:P314L, ORF1b:G662S, ORF1b:P1000L,
P251L, L4S2R, T478K, D614G, P6S1R, [ORF1b:A1918V, ORF3a:526L, ORF3a:L41F, ORF72:V82A, ORF7a:T120],
[sample21 | 27,44 |peita [ 99,8997 | 99,1 | 998 | 98,0 | 98,1 | 957 [ 940 |21 |21 |21 | 21 |21 |21 | 21) |21 [ AV.98.1 | AV.981 | AV.98.1 | AY.98.1 | AY.98.1 | AV.98.1 | AV.98.1 | AY.98.1 [D9SON, E1150D] 61420 61420 |ORF7b:T401, ORF8:A655, ORF8:D119-, ORF8:F120-, ORFIH:T60A -ORF7b:T401 -ORF7b:T401 - ORF1a:P2046L

Amino acid mutations in spike and other encoded genes are shown relative to
signify the presence or absence of the indicated mutations, respectively.

the data generated using the lllumina platform with the ARTIC v4.1 kit (empty field: same mutations as in the lllumina/ARTIC v4.1 sequence; fields with "+"
NGS results with genome coverage < 95% are highlighted in grey.




Table S3. Evaluation of SARS-CoV-2 sequencing results with the EPISEQ SARS-COV-2 pipeline (omicron variants; n=19 samples)

sample

Nextclade

Hlumina

b

ONT

no

Spike

llumina

[A67V, H69-, V70-, T951, G142-, V143-, Y144-, Y145D,N211-, 12121, G339D, $371L, S373°,
[5375F, K417N, N440K, G4465, 5477N, TA78K, E484A, Q493R, G496S, QA98R, NSO1Y,
IYS05H, TS47K, D614G, HES5Y, N679K, PE81H, N764K, D796Y, N8S6K, QI54H, N96IK,

mutation

-N211-, L2121, -N440K, -G4465,

Other mutations

Hlumina

E:T91, M:D3G, M:Q19E, M:AG3T, N:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, ORF1a:K8S6R,
(ORF12:52083-, ORF1a:L20841, ORF1a:A2710T, ORF1a:T3255], ORF1a:P3395H, ORF1:L3674-, ORF1a:53675-,
-, ORF1a:13758V, , Of /, ORF9D:P10S, ORF9b:E27-, ORFO:N28-, ORFIb:

- ORF1a:13674-, -ORF1a:S3675-, -

-E:TOI, -ORF1a:K856R, -
uma A2710T, -ORF12:13674-, -
ORF1a:G3676., -

[sample22 1686 | 99,8 | 92,1 | 99,5 | 69,1 |21k |21k |21K |21k | BA1 | BA1 | BA1 | data [L981F) -N211-, -L2121, -N440K N764K, -D796Y |A29- |ORF12:G3676-, -ORF1b:11566V. umb 11566V
[A67V, H69-, V70-, T951, G142+, V143, Y144-, Y145D, N211-, 12121, G339D, S371L, 5373P) E:T91, M:D3G, M:Q19E, M:A63T, N:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, ORF1a:K856R,
5375F, K417N, N44OK, G4465, 477N, TAT8K, E4B4A, Q493R, G496S, Q498R, NSO1Y, (ORF1a:T1822), ORF1a:52083-, ORF1a:L2084I, ORF1a:A2710T, ORF1a:T32551, ORF1a:P3395H, ORF1a:L3674-,
IYS05H, TS47K, D614G, HE55Y, N679K, P681H, N764K, D796Y, N856K, Q954H, N969K, (ORF12:53675-, ORF12:G3676-, ORF1a:13758V,0RF1b: P314L, ORF1b:11566V, ORF3a:D155Y, ORF9b:P10S,
sample23 1525 | 999 | 99,8 | 99,5 | 99,4 |21k |21k |21k |21k | BA1 | BA.1 | BAI | BA.1 [L981F] [ORF9b:E27-, ORF9D:N28-, ORFOb:A29-
[A67V, H69-, V70-, T951, G142+, V143, Y144-, Y145D, N211-, 12121, G339D, $371L, 5373P) {(mutations [T9, D3G, Q19E, A63T, P13L, E31-, R32-, 533-, R203K, G204R, K8S6R, P1803S, V1887, 52083,
5375F, K417N, N44OK, G4465, 477N, TAT8K, E4B4A, QA93R, G496S, Q498R, NSO1Y, 120841, A2710T, M2796T, T32551, P3395H, L3674, S3675-, G3676-, 13758V, P314L, 11566V, P10S, E27-, N28-,
IYS05H, TS47K, D614G, HE55Y, N679K, P681H, N764K, D796Y, N856K, Q954H, N969K, [A29-], gene [E, M, M, M, N, N, N, N, N, N, ORF1a, ORFla, ORF1a, ORF1a, ORF1a, ORF1a, ORF1a, ORFla, ORF1a,
sample24 1731 | 998 | 99,6 | 99,5 | 99,4 |21k |21k |21K |21k | BA1 | BA.L | BAI | BA.L [L981F) ORF1a, ORF1a, ORF1a, ORF1a, ORF1b, ORF1b, ORFSb, ORF9b, ORF9b, ORFSb]}
[AG7V, H69-, V70-, T951, G142-, V143, Y144, Y145D, N211-, L2121, G339D, S371L, $373P) E:T91, M:D3G, M:Q19E, M:AG3T, N:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, ORF1a:K8S6R,
[5375F, K417N, N440K, G4465, 5477N, TA78K, E484A, Q493R, G496S, QA98R, NSOLY, (ORF12:52083-, ORF1a:120841, ORF1a:A2710T, ORF1a:T3255], ORF1a:P3395H, ORF1a:L3674-, ORF1a:53675-,
[YS05H, TS47K, D614G, HES5Y, N679K, P681H, N764K, D796Y, N8S6K, Q9S4H, N96OK, -, ORF1a:13758V, , ORF1b:T14531, Of , ORF9b:P10S, ORFIb:E27-,
[sample25 1748 | 998 | 99,7 | 99,5 | 955 [21K |21k |21K |21k | BA1 | BA1 | BA1 | BA.1 [L981F) oRFob:N28., ORFob:A29-
[A67V, H69-, V70-, T951, G142-, V143, Y144, Y145D, N211-, L2121, G339D, S371L, $373P) E:T91, M:D3G, M:Q19E, M:AG3T, N:P13L, N:E31-, N:R32-, N:S33-, N:R203K, N:G204R, ORF1a:K8S6R,
[5375F, K417N, N440K, G4465, 5477N, TA78K, E484A, Q493R, G496S, QA98R, NSO1Y, [ORF12:T1822), ORF1a:52083-, ORF1a:12084], ORF1a:P2221H, ORF1a:A2636V, ORF1a:A2710T, ORF1a:T32551,
[YS05H, TS47K, D614G, HES5Y, N679K, P681H, N764K, D796Y, N8S6K, Q954H, N96OK, (ORF1a:P3395H, ORF1a:L3674-, ORF1a:53675-, ORF1a:G3676-, ORF1a:13758V, ORF1b:P314L, ORF1b:I1566V,
[sample26 22,77 | 99,8 | 99,7 | 99,5 | 99,4 |21k 21K |21k |21k | BA1 | BA1 | BA1 | BA1 |L981F] |ORF1b:G2220F, ORF3a:D155Y, ORF9b:P10S, ORF9b:E27-, ORFOD:N28-, ORFIb:A29-
[A67V, H69-, V70-, T951, G142+, V143-, Y144-, Y145D, N211-, 12121, G339D, $371L, 5373P) E:T91, M:D3G, M:Q19E, M:A63T, N:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, ORF1a:K856R,
5375F, K417N, N44OK, G4465, 477N, TAT8K, E4B4A, QA93R, G496S, Q498R, NSO1Y, (ORF12:T1822], ORF1a:52083-, ORF12:L2084I, ORF1a:A2710T, ORF1a:T32551, ORF1a:P3395H, ORF1a:L3674-,
IYS05H, TS47K, D614G, HE55Y, N679K, P681H, N764K, D796Y, N856K, Q954H, N96OK, (ORF12:53675-, ORF12:G3676-, ORF1a:13758V,0RF1b: P314L, ORF1b:11566V, ORF3a:D155Y, ORF9b:P10S,
sample27 1612 [ 998 | 99,7 | 99,5 | 954 |21k |21k |21K |21k | BA1 | BAL | BAI | BA.L [L981F] [ORF9b:E27-, ORF9D:N28-, ORFOb:A29- - ORF1a:T18221, -ORF1a:A2710T
[A67V, H69-, V70-, T951, G142-, V143-, Y144-, Y145D, N211-, 12121, G339D, S371L, $373P) E:T91, M:D3G, M:Q19E, M:AG3T, N:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, ORF1a:K8S6R,
[5375F, K417N, N440K, G4465, 5477N, TA78K, E484A, Q493R, GA96S, QA98R, NSO1Y, (ORF12:T1822], ORF1a:52083-, ORF1a:12084I, ORF1a:A2710T, ORF1a:T32551, ORF1a:P3395H, ORF1a:L3674-,
[YS05H, TS47K, D614G, HES5Y, N679K, P681H, N764K, D796Y, N8S6K, Q954H, N96OK, (ORF12:53675-, ORF12:63676-, ORF1a:13758V,0RF1b: P314L, ORF1b:11566V, ORF3a:D155Y, ORF9b:P10S,
sample28 1969 | 998 | 99,7 | 99,5 | 99,2 21K |21k |21K |21k | BA1 | BA1 | BA1 | BA.1 [L981F) |ORF9b:E27-, ORFIb:N28-, ORF9b:A29-
[A67V, H69-, V70-, T951, G142-, V143-, Y144-, Y145D, N211-, L2121, G339D, R346K, S3711] E:T91, M:D3G, M:Q19E, M:AG3T, N:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, ORF1a:R398C,
[5373P, S375F, K417N, N440K, G446S, S477N, T478K, E4B4A, Q493R, GA96S, Q498R, (ORF12:K856R, ORF1a:L890], ORF1a:52083-, ORF1a:L2084], ORF1a:A2710T, ORF1a:T3255I, ORF1a:P3395H,
INSO1Y, YS05H, T547K, D614G, HESSY, N679K, P681H, N764K, D796Y, N8S6K, Q954H, (ORF12:13674-, ORF1a:53675-, ORF1:G3676-, ORF1a:13758V, ORF1b:P314L, ORF1b:Q866R, ORF1b:I1566V,
[sample29 1611 | 99,8 | 98,7 | 99,5 | 91,9 |21K | 21K | 21K | 21K [BA.1.1|BA.1.1|BA.1.1| BA.1.1|N96OK, L9B1F] |ORF9b:P105, ORFIb:E27-, ORFIL:N28-, ORFIb:A29- -ORF1b:Q866R -ORF1a:A2710T, -ORF1b:Q866R
[A67V, H69-, V70-, T951, G142+, V143-, Y144-, Y145D, N211-, 1212, G339D, R3465, 5371, E:T91, M:D3G, M:Q19E, M:A63T, M:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, N:K8S6R, ORF1a:P18035,
5373P, S375F, K417N, N44OK, G446S, LAS2R, SATTN, TAT8K, E484A, Q493R, GA96S, (ORF12:v18871, ORF1a:52083-, ORF1a:L20841, ORF1a:A2710T, ORF1a:T3255|, ORF1a:P3395H, ORF1a:L3674-,
Q498R, NS01Y, Y505H, T547K, D614G, HES5Y, N679K, P6B1H, N764K, D796Y, NBS6K, (ORF12:53675-, ORF1a:G3676-, ORF12:13758V, ORF1b:P314L, ORF1b:V464F, ORF1b:11566V, ORFOb:P105,
sample30 23,00 | 993 | 996 | 92,9 | 99,4 |21k |21k 21K |21k | BAL | BA1 | BA1 | BA1 |Q954H, N9GSK, LOB1F] [ORFOb:E27-, ORFID:N2S-, ORFID:A29-
+G339D, 45371F, +5373P, E:T91, M:Q19E, M:A63T, N:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, N:5413R, ORF1a:V84-, ORF1a:M85-
[T191, 124-, P25, P26-, A27S, G142D, V213G, D4OSN, RA08S, KA17N, NA4OK, S477N, +5375F, +T376A, -N. (ORF1a:S135R, ORF1a:T842I, ORF1a:G13075, ORF1a:L3027F, ORF1a:T3090I, ORF1a:L3201F, ORF1a:T3255I,
[T478K, E484A, Q493R, Q498R, NSO1Y, Y505H, D614G, HE55Y, N679K, PE81H, N764K,  [+G339D, +5371F, +5373P, 5477N, -TA78K, -E484A, -Q493R, RF1a:F3604L, : -, ORF1a:F3677-, ORF1b:P3141, ORF1b:R1315C,
sample31 21,86 | 98,5 | 996 | 97,5 | 98,3 |21t 211 211 |21L | BA2 | BA2 | BA2 | BA2 |D796Y, Q954H, N969K] +5375F, +T376A -D40SN -Q498R, -NS01Y, -Y505H, ORF 1011566V, ORF1b:T2163|, ORF3a:T2231, ORF:D61L, ORF9bP105, ORFSb.E27-, ORFS:N2S:, ORFOb:A2S-
+G339D, +5371F, +5373°P, E:T91, M:Q19E, M:A63T, N:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, N:S413R, ORF1a:S135R,
[T191, 124-, P25, P26-, A27S, G142D, V213G, D4OSN, RA08S, KA17N, NA4OK, S477N, ¢5375F +T376A, -NA4OK, - (ORF1a:T8421, ORF1a:G13075, ORF1a:L3027F, ORF1a:T3090I, ORF1a:L3201F, ORF1a:T3255), ORF1a:P3395H,
[T478K, E484A, Q493R, Q498R, NSO1Y, Y505H, D614G, HE55Y, N679K, PE81H, N764K,  [+G339D, +5371F, +5373P, TA78K, -E484A, -Q493R, |ORF1a:53675-, ORF12:G3676-, ORF1a:F3677-, ORF1b:T76l, ORF1b:P314L, ORF1b:R1315C, ORF1b:I1566V,
sample32 1827 | 98,7 | 99,6 | 984 | 96,5 |21L |21 [211 211 | BA2 | BA2 | BA2 | BA2 [D796Y, Q954H, N969K] +5375F, +T376A -D40SN rnassn -NSO01Y, -YS05H, [ORF1b:T21631, ORF3a:T2231, ORF6: D61L, ORF9D:P10S, ORFOD:E27-, ORFOb:N28-, ORFIb:A29-
E:T91, M:Q19E, M:A63T, N:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, N:5413R, ORF1a:S135R,
[T191, 124-, P25-, P26-, A27S, G142D, V213G, G339D, S371F, S373P, S375F, T376A, -N4dOK, -S477N, -TA78K, - (ORF1a:T8421, ORF1a:G13075, ORF1a:L3027F, ORF1a:T3090I, ORF1a:L3201F, ORF1a:T3255), ORF1a:P3395H,
[D40SN, R4085, K417N, N44OK, S477N, T478K, E4B4A, Q493R, Q498R, NSO1Y, YS05H, -G339D, -S371F, -5373P, - [E484A, -Q493R, -Q498R, - -, ORF1a:F3677-, , ORF1b:R1315C, ORF1b:11566V, ORF1b:T2163I,
sample33 2064 | 996 | 995 | 98,4 | 945 |21t 211 211 |21L | BA2 | BA2 | BA2 | BA2 |D614G, H655Y, N679K, P681H, N764K, D796Y, QI54H, N9GOK] -Q498R, -N501Y, -Y505H S375F, -T376A, -DAOSN__ |NSO01Y, -YS05H ORF32 12231, ORF6:D61L, ORFOb:P10S, ORFOD:E27-, ORFObN2S:, ORFOb:AZS-
E:T91, M:Q19E, M:A63T, N:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, N:5S413R, ORF1a:S135R,
[T191, 124-, P25-, P26-, A27S, G142D, V213G, G339D, S371F, S373P, S375F, T376A, |-N440K, -S477N, -T478K, - "-N440K, -S477N, -T478K, - |ORF1a:T8421, ORFla G13075, ORF1a:L3027F, ORF1a:T3090I, ORF1a:L3201F, ORF1a:T3255I, ORF1a:P3395H,
D40SN, R408S, KA417N, N44OK, S477N, T478K, E4B4A, Q493R, Q498R, NSOLY, YS05H,  |E484A, -Q493R, -Q498R, - E484A, -Q493R, -Q498R, - -, ORF1a:F3677-, , ORF1b:R1315C, ORF1b:11566V, ORF1b:T2163I,
sample34 2892 | 996 | 973 | 98,8 | 97,0 [21L 211 [21L |21L | BA2 | BA2 | BA2 | BA2 |D614G, H655Y, N679K, P681H, N764K, D796Y, QI54H, N9GOK] NS01Y, -Y505H NS01Y, -Y505H oRe3a 1223, om D61L, ORFOb:P10S, ORFb:E27-, ORFIb:N28-, ORFID:A29-
E:T91, M:Q19E, M:A63T, N:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, N:5413R, ORF1a:S135R,
[T191, 124-, P25-, P26-, A27S, G142D, V213G, G339D, S371F, S373P, S375F, T376A, |-N440K, -S477N, -T478K, - -N4dOK, -S477N, -TA78K, - (ORF1a:T8421, ORF1a:G13075, ORF1a:L3027F, ORF1a:T3090I, ORF1a:L3201F, ORF1a:T3255), ORF1a:P3395H,
D40SN, R408S, K417N, N44OK, S477N, T478K, E4B4A, Q493R, Q498R, NSOLY, YS05H,  |E484A, -Q493R, -Q498R, - -G339D, -5371F, -5373P, - [E484A, -Q493R, -Q498R, - (ORF12:53675-, ORF1a:G3676-, ORF1a:F3677-, ORF1b:P314L, ORF1b:R1315C, ORF1b:I1566V, ORF1b:T2163I,
sample3s 1559 | 99,7 | 958 | 96,8 | 97,0 [21L |21 [211 211 | BA2 | BA2 | BA2 | BA2 |D614G, HESSY, N679K, P681H, N764K, D796Y, Q954H, N9G9K] NS01Y, -Y505H S375F, -T376A, -DAOSN__ |NSO01Y, -Y505H ORF32:T2231, ORF6:D61L, ORF9b:P10S, ORFIb:E27-, ORFID:N2S-, ORFID:A29-
+S371F, +5373P, 45375, 45371F, +5373P, 45375F, E:T91, M:Q19E, M:A63T, N:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, N:5413R, ORF1a:S135R,
[T191, 124-, P25-, P26-, A27S, G142D, V213G, G339D, DAOSN, R40BS, K417N, NA4OK, | +T376A, -NA4OK, -S477N, - 473764, -N44OK, -S477N, - (ORF1a:T8421, OF , Of /, ORF1a:L3027F, ORF1a: |, ORF1a:L3201F, ORF1a:T32551,
[5477N, TA78K, E484A, Q493R, Q498R, NSO1Y, YS05H, D614G, HES5Y, N679K, P681H,  [T478K, -E484A, -Q493R, -Q498R, ITa78K, -£4844, 0493, -Q498R |ORFLa:P3305H, ORF1a:S3675-, ORF12:G3676., ORF1a:F3677., ORFLb:P314L, ORF1b:R1315C, ORFIbILS66Y,
sample36 21,78 | 99,4 | 985 | 97,5 | 96,1 |21t 211|211 |21 | BA2 | BA2 | BA2 | BA2 |N764K, D796Y, Q954H, N969K] |-NS01Y, -Y505H, -6339D, -D40SN -NS01Y, -Y505H (ORF1b:T21631, ORF3a:H78Y, ORF32:T223), ORF6:D61L, ORFOD:P10S, ORFOb:E27-, ORFIb:N28-, ORFID:A29-
+G339D, +5371F, +5373P, +G339D, 45371F, 45373P, E:T9I, M:Q19E, :P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, N:S413R, ORF1a:S135R,
[T191, 124-, P25-, P26-, A27S, G142D, V213G, DAOSN, RA08S, KA17N, NAdOK, SA77N, | +S375F, +T376A, -Nadol +5375F, +T376A, -N440K, ORF1a:T842I, ORFla 613075, ORF1a:13027F, ORF1a:T3090), ORF1a:(3201F, ORF1a:T32551, ORF1a:P3395H,
[T478K, E484A, Q493R, Q498R, NSO1Y, YS05H, D614G, HES5Y, N679K, PEB1H, N764K,  [S477N, -T478K, -E484A, -Q493R, 5477N, -T478K, -E484A, -Q493R | -, ORF1a:F3677-, , ORF1b:R1315C, ORF1b:11566V, ORF1b:T2163I,
sample37 21,32 | 986 | 976 943 97,4 |21L 211 211 |21L | BA2 | BA2 | BA2 | BA2 |D796Y, Q954H, N969K] |-Q498R, -N501Y, -YS05H -D405N -Q498R, -NS01Y, -Y505H, oRe3a 1223, ORFG D61L, ORFOb:P10S, ORFD:E27-, ORFIb:N28-, ORFID:A29- - ORF3a:T2231
E:T91, M:Q19E, M:A63T, N:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, N:5413R, ORF1a:S135R,
[T191, 124-, P25-, P26-, A27S, G142D, V213G, G339D, S371F, S373P, S375F, T376A, -N4dOK, -S477N, -TA78K, - (ORF1a:T8421, ORF1a:G13075, ORF1a:L3027F, ORF1a:T3090I, ORF1a:L3201F, ORF1a:T3255), ORF1a:P3395H,
[D40SN, R408S, K417N, N44OK, S477N, T478K, E4B4A, Q493R, Q498R, NSO1Y, YS05H, E484A, -Q493R, -Q498R, - -, Of -, ORF1a:F3677-, , ORF1b:R1315C, ORF1b:11566V, ORF1b:T2163I,
sample3s 1502 | 99,7 | 99,7 | 99,4 | 983 [21L |21 [211 211 | BA2 | BA2 | BA2 | BA2 |D614G, HESSY, N679K, P681H, N764K, D796Y, Q954H, N9G9K] - NadoK N Y505H ORF32 12231, ORF6:D61L, ORFOb:P10S, ORFOD:E27-, ORESbN28:, ORFOb:AZS-
E:T91, M:Q19E, M:A63T, N:P13L, N:E31-, N:R32-, N:533-, N:R203K, N:G204R, N:5413R, ORF1a:V84-, ORF1a:M85-
(ORF1a:S135R, ORF1a:T842I, ORF1a:V874], ORF1a:D1088G, ORF1a:G13075, ORFLa:L3027F, ORF1a:T30901,
[T19], 124-, P25, P26-, A275, G142D, V213G, G339D, 5373P, S375F, T3764, DAOSN, [45371F, -S477N, -TA78K, - +5371F, -N440K, -S477N, - (ORF12:L3201F, ORF1a:T32551, ORF1a:P3395H, ORF1a:53675-, ORF1a:G3676-, ORF1a:F3677-, ORF1b:P314L,
RA08S, KA17N, N44OK, S477N, T478K, E484A, Q493R, Q498R, NSO1Y, YS05H, D614G, -G339D, -5373P, -S375F, - [T478K, -E484A, -Q493R, -Q498R |ORF1b:R1315C, ORF1b:11566V, ORF1b:T21631, ORF3a:T223I, ORF6:D61L, ORFIb:P10S, ORFb:E27-, ORFOb:N28-
[sample39 2091 | 995 | 981 | 98,4 | 96,0 |21t 211 |21L |21L | BA2 | BA2 | BA2 | BA2 |H655Y, N679K, P681H, A688Y, N764K, D796Y, Q954H, N9G9K] [T376A, -D40SN -N501Y, -Y505H ORF9b:A29- -ORF12:D1088G -ORF1a:v84-, -ORF1a:M85- |-ORF1a:01088G
E:T91, M:Q19E, M:A63T, N:P13L, N:E31-, N:R32-, N:S33-, N:R203K, N:G204R, N:S413R, ORF1a:S135R,
[T191, 124-, P25-, P26-, A275, G142D, V213G, G339D, S371F, S373P, S375F, T376A, -N440K, -S477N, -TA78K, - (ORF12:T8421, ORF12:G13075, ORF1a:L3027F, ORF1a:T3090], ORF1a:L3201F, ORF1a:T3255], ORF1a:P3395H,
[D40SN, R408S, KA17N, NA4OK, S477N, TA78K, EA84A, Q493R, Q498R, NSOLY, YSOSH, -G339D, -S371F, -S373P, - [E484A, -Q493R, -Q498R, - -, Of -, ORF1a:F3677-, , ORF1b:R1315C, ORF1b:11566V, ORF1b:T2163I,
[sample40 1942 | 996995| 97,5 | 983 [21L |21t |21t 211 | BA2 | BA2 | BA2 | BA2 [D614G, HESSY, N679K, P681H, N764K, D796Y, Q954H, N969IK] S375F, -T376A, -D40SN__ [NS01Y, -Y505H 0RF32.72231, ORF6:D61L, ORFOb:P105, ORFOb:E27-, ORFObIN2S:, ORFOb:AZS-

Amino acid mutations in spike and other encoded genes are shown relative to the data generated using the lllumina platform with the ARTIC v4.1 kit (empty field: same mutations as in the lllumina/ARTIC v4.1 sequence; fields with "+" or
signify the presence or absence of the indicated mutations, respectively. NGS results with genome coverage < 95% are highlighted in grey. One NGS data with low genome coverage (69.1%) could not be assigned a Pango lineage (yellow field).
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