Table S1: Distances between RBD Residue/Atom and ACE2 Residue/Atom

RBD Residue/Atom ACE2 Residue/Atom Dist [A]
_Blzg_1.b/AY449/hh a_6lzg 1.a/"D38/od1 1.837
6lzg_1.b/"A475/0 a_6lzg 1.a/"S19/hg 1.835
6lzg_1.b/"N487/hd22 a_6lzg 1.a/*Q24/oe1 2.217
6lzg 1.b/"G496/0 a 6lzg 1.a/"K353/hz1 2.474
_6lzg_1.b/"Q498/he22 a_blzg 1.a/"Q42/oe1 1.647
6lzg_1.b/AT500/hg1 a_6lzg 1.a/"Y41/oh 1.753
6lzg_1.b/AN501/hd21 a_blzg 1.a/*Y41/oh 2.36
6lzg 1.b/*G502/hn a_6lzg 1.a/"K353/0 1.812
RBD Residue/Atom ACE2 Residue/Atom Dist [A]
a_6lzg 1.b/"Y449/hh a_6lzg 1.a/"D38/od1 1.837
a 6lzg 1.b/"A475/o a blzg 1.a/*S19/hg 1.835
a_6lzg 1.b/A"N487/hd22 a_6lzg 1.a/"Q24/oe1 2.217
a_blzg 1.b/*"G496/0 a_blzg 1.a/"K353/hz1 2.474
a_6lzg 1.b/*Q498/he22 a_6lzg 1.a/*Q42/oe1 1.647
a_6lzg 1.b/AT500/hg1 a_6lzg 1.a/*Y41/oh 1.728
a_6lzg 1.b/*G502/hn a_6lzg 1.a/"K353/0 1.812

Table S2: SARS-CoV-2 variants and dominating mutations

WHO name Notable Mutations
Alpha N501Y, E484K, K417N, P681H, D614G
Beta K417N, E484K
K417N, E484K, D614G
Gamma
Delta T478K, L452R, P681R, P614G, E484Q),
A156-157, R158G, T19R, D950N
Epsilon L452R
Kappa L452R, E484Q), P681R
Lambda L4520
Omi E484A, T478K, K417N, N501Y, D614G,
mieron P681H, N679K




