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Figure S1. Neighbor-joining phylogenetic tree based on alignment of CA fragment of gag gene. Sequences from
this study are labeled by black circles. Subtypes are marked in different colors. Numbers at the branches indicate
the percentage of bootstrap values obtained from 1000 replicates. Bootstrap values >70% are shown. In the present
study, the SRLV subtypes found by Colitti et al. [23] were renamed from A18 to A19 and from A19 to A20 and
subtypes found by Olech et al. [8] were renamed from A23 to A25 and from A24 to A26; goat 2 — blue, goat 3 -
black, goat 4 — yellow, goat 5 — green, goat 6 — red, goat 7 — pink.
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Figure S2. Alignment of deduced amino acid sequences of immunodominant epitope of ENV protein and
variable region V4 of the SRLVs obtained in this study and reference strains representing different subtypes.
Deletions are indicated by a dash (-) and identical residues are indicated by dots (.). PBMC- peripheral blood
mononuclear cells, L-lung, SM-synovial membrane, B-brain, CHP-choroid plexus, MG-mammary gland.
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