Early Genomic, Epidemiological, and Clinical
Description of the SARS-CoV-2 Omicron Variant in
Mexico City
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Supplementary Figure S1. Phylogeny of omicron samples in Mexico City, samples with R346K
substitution clustering in a monophyletic group.



Supplementary Figure S2. Haplotype network from all omicron SARS-CoV-2 sequences from Mexico
City. The size of each node is proportional to the number of samples that belong to that haplotype.
The width of the lines is proportional to the number of mutations between two haplotypes. This
figure is the same as FigureX on the main text but rotated so the haplotype numbers are visible.



100

75

50

Age

25

[}

delta omicron
Variant of Concern

Supplementary Figure S3. Violin plot of age distribution by VOC, showing no significant differences

between groups.
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Supplementary Figure S4. Violin plot of number of comorbidities distribution by VOC, showing no

significant differences between groups.



20

—y
(&)

Number of symptoms
=)

(&)

delta omicron
Variant of Concern

Supplementary Figure S5. Violin plot of symptoms number distribution by VOC,, showing no

significant differences between groups.



