Supplementary Figure S2: Deduced amino acid sequence alignments of the complete ORFx and M
region sequences in bats. Reference sequences (ADX59500 and ADX59498) represent Chaerephon bat
coronavirusKenya/KY?22/2006 strain BtKY22.
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Supplementary Figure S3: Deduced amino acid sequence alignments of the partial spike protein
with annotated fusion peptides and furin cleavage site in the sample SUOHC3004. The reference
sequence (QGX41951) represent bat Alphacoronavirus isolate WA3607.

.
S proteln - 7 w50 a0 s o - o0
Identity I B = =] L,
1.0GX41951.1 EEET NI T |ISIDH A L ENNAITEEG K M GIGID \YANEESSS! v ENP A S|V G G IR\STARESNDENNN F IDKINEYI T INISGENIG! T MEDEGEDI Y1) K (CATNI F IKADIATQI T F K
2.SUOHC3004-1
3. SUOHC3004-2
4/SUOHC30043 EENNT SINEEIS VISTK DT | HENAITENA Q F NIGIT YANEES'S ABEP P S | (6l K ‘RESTASMENDNSNS F IDIKIVEY T INSGEEIG! T IVSDEQEDEY'7Ki N 'CNIATNI F IKIDIATR! T F 1K

rees




