Supplementary Figure S5: Alignment of the Rhinolophus ferrumequinum retrovirus isolate RFRV (JQ303225) with
RFRV-Kenya-SYMNOO3 (ON893141) characterized in the study. Retroviral gag-pol-env regions and primer binding site on

the viral genome are highlighted.
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JQ303225 CCCTTGGCTTTAAGTGTTTGGGGTCCTTGTTAAAACCCGCTGCGTCGGGCAGAGACTCAGACCCCAGCTGGCTGGAAATAAACCTCGCTGTGTGACTTGC
SYMNOO3 CCCTTGGCTTTAAGTGTTTGGGGTCCTTGTTAAAACCCGCTGCGTCGGGCAGAGACTCGGACCCCAGCTGGCTGGAAATAAACCTCGCTGTGTGACTTGC

110 120 130 140 150 160 170 180 190 200
B S L O R R I e IOt ISP Ire) IPTPOPOe EPPEP IO I I I
JQ303225 ATTATTGTGCGGGTTCTCTGTCTGTCTGTGGGGGACAATTCCGGACCTTAACATTTGGGGGCTCGTCCGGGATGCCCCCCCCTCAGGGGAACAGACAACC
SYMNOO3 ATTATTGTGTGGGTTCTCTGTCTGTCTGAGGGGGACAATTCCGGACCTTAACAGGTGCGGCAACGTCCAGGATGCCCCCCCCTCAGGGGAACAGACAACT

Primer binding site

210 220 230 240 250 260 270 280 290 300
D e T e e S e e e I I

JQ303225 CCCGATACCGAGGTTTACACAGGGAACCGCGGAAGGAGGTTTGGCCACCTCCAATAGGGGAGGACTGAAACAGGTCCTCGACCGGAGAGACTGAAACAGG
SYMNOO3 CCCGATACCGAGGTTTACATAGGGAACCGCGGAAGGAGGTTTGGCCACCTCCAATAGGGGAGGACTGAAACAGGTCCTCGACCGGAGAGACTGAAACAGG

310 320 330 340 350 360 370 380 390 400

B L T S O e O R T I T T I IR I IR IR A I

JQ303225 TCTCTGCCCGGTCCCAGTTGAGAATTCTCACGGGAAGGAAAGTGCGGGTTACGACCCTGGAGGCTCCATTACTTGAAGTCGTAGGAGACGTCCCCGACGA
SYMNOO3 TCTCTGCCCGGTCCCAGTTGAGAATTCTCACGGGAAGGAAAGTGCGGGTTACGACCCTGGAGGCTCCGTTACTTGAAGTCGTGGGAGACGTCCCCGACGA

410 420 430 440 450 460 470 480 490 500
D T e S e e e I I
JQ303225 GAAGGTGGCCCAGCGACGTCCGCAGTGGACGCCGTTTGGACAGGCCCTGGGTAAGGATCTTGAGCGTGGTGAGACTGATGTGATTGAAACGGCGCCTGTG
SYMNOO3 GAAGGTGGCCCAGCGACGTCCGCAGTGGACGCCATTTGGACGGGCCCTGGGTAAGGATCTTGAGCGTGTTGAGACTGGTGTGATTGAAACGGCGCCTGTG

510 520 530 540 550 560 570 580 590 600
B T e e I I I I I
JQ303225 GATGTGGTGTGGTTGACCGGCCGGTGGGTGTTAAAGAGTCCCGTGCGAAGTTGTGTATTTGCTGGCACTGTGTCTTTTGTCCTTTCTTTTGCCTTTTCTT
SYMNOO3 GATGTGGTGTGGTTGACTGGCCGGTGGGTGTTGAAGAGTCCCGTGCGAAGTTGTGTATTTGCTGGCACTGTGTCTTTTGTCCTTTCTTTTGCCTTTTCTT

610 620 630 640 650 660 670 680 690 700
D S T T L L P S S L e e O L e T I I
JQ303225 GGTTTCTCTTTGTGACAATTATGGGACAGGTTCAGGTAACACCTAAGAGCCTGCTCCTGAACCACTTTCCTGAAATCCGCGCCAAGGCTCGTAATCATGG gag
SYMNOO3 GGTTTCTCTTTGTGACAATTATGGGACAGGTTCAGGTAACACCTAAGACCCTGCTCCTGAACCACTTTCCTGAAATCCGCGCCAAGGCTCGTAATCATGG

710 720 730 740 750 760 770 780 790 800
R B B I I I P I I I I (PP Or S IPIP Pt IPSPSPIPS IPTPOPOrS) IPUPIPIPSS IPUPSPINY IPSPOPOPSS INSPIPOPY IPSPOPOPS
JQ303225 TGTGGAAGTGAAGAAAGGTAAGTTTGATACATTCTGCTCTGCAGAATGGCCTACTTTTAATGTGGGCTGGCCCCCCCAGGGAACTTTTTCCCTAGACATT gag
SYMNOO3 TGTGGAAGTGAAGAAAGGTAAGTTTGATACATTCTGCTCTGCAGAATGGCCTACTTTTAATGTGGGCTGGCCCCCCCAGGGAACTTTTCCCCTAGACATT

810 820 830 840 850 860 870 880 890 900
D S O T o L T T T B T I L [Tt I T I
JQ303225 ATTAAGAAGGTCCGAGATATTATTAATCTGCGCCATCCGGACCAATATCCCTATATTTTGATGTGGCAAGCCTTAGTAGAGAGTCCTCCCTCCTGGCTTA gag
SYMNOO3 ATTAAGAAGGTCCGAGATATTATTAATCGGCGCCATCCGGACCAATACCCCTATATTTTGATGTGGCAAGCCTTAGTAGAGAGTCCTCCCTCCTGGCTTA
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910 920 930 940 950 960 970 980 990 1000
B T o P T L T o T O o T S T B I L I
AGCCCTTTATCCCCGACAAGCCAGAAGATCCCCCCCTCCCCCTTAAAGTCCTGACCGTTTCGGGACCCTCCCGCCAGCCGGCGGTGCCCACGGCCGGCCC gag
AGCCCTTTATCCCCGACAAGCCAGAAGGTCCCCCCCTCCCCCTTAAAGTCCTGACCGTTTCGGGACCCTCCCGCCAGCCGGCGGTGCCCACGGCCGGCCC

1010 1020 1030 1040 1050 1060 1070 1080 1090 1100
R B I I I I P I I I I S I I S IR I P IS PP P IPUPIPIPS INUPOPINY IS
GAAACCCCCGGAGAAGCCGACCCAGGGACCCATCCTTCAGGAGGGGTCAGACATATACCCCTCCCTGATAGACCTAGATCTGGAAGAGACCCCCCCTCCT gag
GAAACCCCCGGAGAAGCCGACCCAGGGACCCATCCTTCAGGAGGGGTCAGACARAATACCCCTCCCTGATAGACCTAGATCTGGAAGAGACCCCCCCTCCT

1110 1120 1130 1140 1150 1160 1170 1180 1190 1200
B o T o P T L T o S T O e R e T e AT Ire I E
TACGCTCCGGTGGCGCCGCTCCAGCGGTGGCGCGCGCCCAGCCCGGTGACGCCGCTCCCACCTGAGGCTGCCGCTCCTTCCGAGCTGCCTCACTCTACCG gag
TACGCGCCGGTGGCGCCGCTCCAGCCACGGCGCGCGCCCAGCCCAGTGGCGCCGCTTTTGCCTGAGGCTGCCGCCCCTCCCGAGCTGCCTCACTCTACCG

1210 1220 1230 1240 1250 1260 1270 1280 1290 1300
R B I I I I P I I I I S I o I S IR I IS IPIP P IPSPIPIPS IPUPOPINS IS
CCTCCCCAATGGCTCCCCCTCCCCCGGGTTCCCCTGCCCCAGCTCAAGGGCCGGCGAGGGGATTGAGGCCTCGTAGACGCCGGGAAGAGACCCCAGAGGA gag
CCTCCCCGATGGCTCCCCCTCCCCCGGGTTCCCCTGCCCCAGCTCAAGGGCCGGCGAGGGGATTGAGGCCTCGTAGACGCCGGGAAGAGACCCCAGAGGA

1310 1320 1330 1340 1350 1360 1370 1380 1390 1400
B T O P T L T o T O e e S e B AT I I
GGAACCGTCCTCCTCCACCTCCGCTGGGGCGCCGATTCTCCCCTTGCGAGCACTAGGAGGAACTGGTCCAGATGGGGAGCGAGCATACCAGTATTGGCCC gag
GGAACCGTCCTCCTCCACCTCCACTGGGGCACCGATTCTCCCCGTGCGAGCACTAGGAGGGACTAGTCCAGATGGGGAGCGAGCGTACCAGTATTGGCCC

1410 1420 1430 1440 1450 1460 1470 1480 1490 1500
R B I I I I P I I I I N I I S IR I ISP PP PO IPSPIPIPS INUPOPIrS IS
TTTTCTAGCAGTGATCTGTACAACTGGAAGGCTCAAAACCCTCCTTTTTCTGAGGACCCGAAAGGCCTAACTGACCTGTTCGAGTCTGTCATGCACACAC gag
TTTTCTAGCAGTGATCTGTACAACTGGAAGGCTCAAAACCCTCCTTTTTCTGAGGACCCGAAAGGCCTAACTGACCTGTTCGAGTCTGTCATGCACACAC

1510 1520 1530 1540 1550 1560 1570 1580 1590 1600
B T o T L T S T e e R T E e e e AT I E
ACAGTCCCACTTGGGATGATTGCCAGCAGCTTCTTAAGACCTTATTCACCACCGAGGAGCGCGAGCGAATCCTCACCGAGGCCAGAAAGAATGTCCCCGG gag
ACAGTCCCACTTGGGATGATTGCCAGCAGCTTCTTAAGACCTTGTTCACCACCGAGGAGCGCGAGCGAATCCTCACCGAGGCCAGAAAGAATGTCCCAGG

1610 1620 1630 1640 1650 1660 1670 1680 1690 1700
R B I I I I P I I I I N I I S IR I ISP PP PO IPSPIPIPS INUPOPIrS IS
CGACAACGGGCGGCCGACGACCTTGCCGAACCTGATCGACGAGCGCTTTCCCCTGAATAGACCGGATTGGGACTTTGGGAACGCAGAAGGTAGGGAGCGT gag
CGACAACGGGAGACCGACGACTTTGCCGAACCTTATCGATGAGCGTTTTCCCCTGAATAGACCGGATTGGGACTTTGGGAACGCAGAAGGTAGGGAGCGT

1710 1720 1730 1740 1750 1760 1770 1780 1790 1800
B T o T L T S T e e R T E e e e AT I E
CTCCGAGTCTACCGCCAGACTCTTATGGCAGGTCTCCGAGCGGCGGCACGCCGCCCCACCAATTTGGCCAAGGTAAAAGCTATAATGCAAGGGGATAATG gag
CTCCGAGTCTACCGCCAGACTCTTATGGCAGGTCTCCGAGCGGCAGCACGCCGCCCCACCAATTTAGCCAAGGTAAAAGCTATAATGCAAGGGGAAAATG
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1810 1820 1830 1840 1850 1860 1870 1880 1890 1900
B T o P T L T o T O o T S T B I L I
AAAGCCCGGCCGTGTTTTTAGAACGCCTCTATGATGCTTATAGACAGTACACCCCGTTGGACCCCCTGGCAGAGGAAAACCAGTCGGCTGTAATTATGTC gag
AAAGCCCGGCCGTGTTTTTAGAACGCCTCTATGATGCTTATAGACAGTACACCCCGTTGGACCCCCTCGCAGAGGAAAACCAGTCGGCTGTAATTATGTC

1910 1920 1930 1940 1950 1960 1970 1980 1990 2000
SRR RS R R RIS FIr IrIrIrere FUPIPapy [Ppr (PPIpe PUPIPIPS IPTPIPIPS [PPUPDY (RUPOPIPY) PSPPI IPUPIPUPY [PPUDOPYl IPUPIPIPY) PSPPI PSP
CTTTATAAACCAGGCTGCCCCAGATATTAGGAAGAAATTGTACAAACAGGAGGGACTGGGAGAAATGTCTATTCGGGATTTAATGAAAGTAGCGGAGAGA gag
CTTTATAAACCAGGCTGCCCCAGATATTAGGAAGAAATTGTACAAACAGGAGGGACTGGGAGAAATGTCCATTCGGGATTTAATGAAAGTAGCGGAGAGA

2010 2020 2030 2040 2050 2060 2070 2080 2090 2100
B o T o P T L T o S T O e R e T e AT Ire I E
GTCTTCAACACTCGAGAGACTCCCGAAGAAAGGGAGGATAGAATTAGAAAAGAAAATCAGGAATTACAGGAACGAATCAGGAAGGAAGACAGAGAGCATC gag
GTCTTCAACACTCGAGAGACTCCCGAAAAAAGGGAGGATAGAATTAGAAAAGAAAATCAGGAATTACAGGAACGAATCAGGAAGGAAGACAGAGAGCATC

2110 2120 2130 2140 2150 2160 2170 2180 2190 2200
R B I I I I P I I I I S I o I S IR I IS IPIP P IPSPIPIPS IPUPOPINS IS
AGAGCAGGGAGAACAGGAGGCAGCAGAGGGAGATGGCCAAGATCTTGTTGGCAGGCGTGCAAAGCACAGTCAGGGTGGGACCGAGTCCGGCCGGACCAGC gag
AGAGCAGGGAARACAGGAGGCAGCAGAGGGAGATGGCTAAGATCTTGTTGGCAGGTGTGCAAAGCACAGTCAGGGTGGGRCCGAGTCCGGCAGGACCAGC

2210 2220 2230 2240 2250 2260 2270 2280 2290 2300
B T O P T L T o T O e e S e B AT I I
CCGACCGTGGAGACCGCGGCCCCGACTGGATAGGGGACAGTGTGCAAACTGCAAAGAGTATGGACATTGGAAGAGGGAGTGCCCCAAGCGCCAGGGCCAA gag
CCGACCGTGGAGACCGCGGCCCCGACTGGATAGGGGACAGTGTGCAAACTGCAAGGAGTATGGACATTGGAAGAGGGAGTGCCCCAAGCGCCAGGGCCAA

2310 2320 2330 2340 2350 2360 2370 2380 2390 2400
SRR R R R RIS P IrIrirers PRIy [Pppe (PP IRSPIRIRS INTPIPIrS) IPIPIRS (RIRIPIRSl IRSPIPIrS) INSPIPIrSS PSP (IR IPIRSl IPSPIPIrS) INSPIPOr|
ACAGGGCAAGACGCACGGGTCCTGCTGGCGGGGATGGAGAGTGACTAGGGGAGACGGGACTCGGATCCCCTCCCCGAGTCTTGGGTAACTGCGTATGTGG pol
ACAGGGCAAGACGCACGGGTCCTGCTGGCGGGGATGGAGAGTGACTAGGGGAGACGGGACTCGGATCCCCTCCCCGAGTCTTGGGTAACTGCGTATGTGG

2410 2420 2430 2440 2450 2460 2470 2480 2490 2500
B B O O S o L T T T o S O IR T e Ll ISPt Yl IRTRIPt I
AGGGGAAGCCAGTAGGATTCATGGTAGACACAGGAGCCCAGTACTCAGTTTTGAATAAGCCTACAGAGCCCTTATCTCAGARAAACCAGTTTGGTGCAAGG pol
AGGGGAAGCCAGTAGGATTCATGGTAGACACAGGAGCCCAGTACTCAGTTTTGAATAAGCCTACAGAGCCCTTATCTCAGAAAACCAGTTTGGTACAAGG

2510 2520 2530 2540 2550 2560 2570 2580 2590 2600

.. D T I L I e .. RS FRTTS FTTT NPT FTTTS PTTTY RTRTS FETES PTTTS FRRes
GGCAACTGGGTCCAAGGCTTATCGGTGGACTAGTAGGCGCCAAGTGGACTTAGGCCGCCACCAAGTGACCCACTCCTTCCTAGTTATCCCTGAATGCCCT pol
GGCAACTGGGTCCAAGGCTTATCGGTGGACTAGTAAGCGCCAGGTGGACTTAGGCCGCCACCAAGTGACCCACTCCTTCCTAGTTATCCCTGAATGCCCT

2610 2620 2630 2640 2650 2660 2670 2680 2690 2700
B L T O L N T [ e S O e el A L Ll P I IRTPIP|
GCCCCCTTATTGGGGCGCGATCTCCTGACTAAGATCAGGGCTCAGATCCATTTTGAGCCGGATGGCATTAAGCTATTGGATGGCCAAGGACAGCCCCTCC pol
GCCCCTTTATTGGGGCGCGATCTCCTGACTAAGATCAGGGCTCAGATCCATTTTGAGCCGGATGGCATTAAGGTATTGGATGGCCAAGGACAGCCCCTCC
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2710 2720 2730 2740 2750 2760 2770 2780 2790 2800
B B e O e o L T L F T o e e R o T e Pl IRTRIP EP
ACATTTTGACCCTGTCTCTTGTGGATGAACATCGCCTGTTCGCCCTGCAGGACAACCCCTACAACCCTCCCTCTACAGAATGGCCCCGTGATATGGATTA
ACATTTTGACCCTGTCTCTTGTGGATGAACATCGCCTGTACGCCCTGCAGGACAAACCCTACAACCCTCCCTCTACAGAATGGCCCTGTGACATGGATTA

2810 2820 2830 2840 2850 2860 2870 2880 2890 2900
e sl oo D T L T L S e T L T
TTGGCTTAAAACGTACCCTCAGGCGTGGGCGGAAATAGCGGGTGTGGGCCGGGCGGCCCGCCGAGCACCAGTAGTGGTGGAACTTAAAGCCTCGGCCCAG pol
TTGGCTTAAAACGTACCCTCAGGCGTGGGCGGAAATAGCGGGTGTGGGCCGGGCGGCCCGCAGAGCACCAGTAGTGGTCGAACTTAAAGCCTCGGCCCAG

2910 2920 2930 2940 2950 2960 2970 2980 2990 3000
B L N T O L o T [ e H S O L E O T e RSPt I PSP
CCTATCCGGATCCGCCAGTACCCCATGTCTGCAGAGGCGCGGAAAGGGATCGCCCCGCACATTAACCGTTTACTGGAAGCTGGAATACTGAAACCTTGCC pol
CCTATCCGGGTCCGCCAGTACCCCATGTCTGCAGAAGCGCGGAAAGGGATTGCCCCGCACATTAACCGTTTACTGGAAGCTGGAATACTGAAACCTTGCC

3010 3020 3030 3040 3050 3060 3070 3080 3090 3100
IERES ETRTE FRET RRTrs R RS i I RIS (P IR IS PRTITS (RIIRY ISPIPIrS INSPIPIrS PSP IR IPIRS RSP IPIrS ISP
ATTCTGCCTGGAACACCCCACTTCTCCCCGTTAAGAAACCGGGGGGAAAAGATTATAGGCCAGTCCAGGACTTGAGGGAAGTGAATAAGAGGGTTGAAGA pol
ATTCTGCCTGGAACACCCCACTTCTCCCCGTTAAGAAACCGGGGGGARAAGATTATAGGCCAGTCCAGGACTTGAGGGAAGTGAATAAGAGGGTGGAAGA

3110 3120 3130 3140 3150 3160 3170 3180 3190 3200
D B O O T o L T T e T O IR T S e S Rt IRTR TPt I
CATCCACCCCACGGTCCCCAACCCTTATACCTTACTAAGTCACTTGCCCCCTTCACATGTCTGGTATACTACCTTAGACCTAAAGGATGCGTTTTTTAGC pol
CATCCACCCCACGGTCCCCAACCCTTATACCTTACTAAGTCACTTGCCCCCTTCACATGTCTGGTATACTACCTTAGACCTAAAGGATGCTTTTTTTAGC

3210 3220 3230 3240 3250 3260 3270 3280 3290 3300
IERES ETRTE FRET RRTes R R e I RIS (R IS IS RIS (RIS IPIPIrS INIPIPIrS IPTIP IR IRSPIPIrS ISP
ATAGCCCTGGCACCCAGCAGCCAACACATTTTTGCCTTCGAATGGAATAATGGCAATACGGGAACCCCCGGGCAGCTGACCTGGACTAGACTACCGCAAG pol
ATAGCCCTGGCACCCAGCAGCCAACACATATTTGCCTTCGAATGGAATGATGGCAATACAGGAACCCCCGGGCAGCTGACCTGGACTAGACTACCGCAAG

3310 3320 3330 3340 3350 3360 3370 3380 3390 3400
B B O O S o L T T T o S O IR T e Ll ISPt Yl IRTRIPt I
GCTTCAAAAACTCTCCAACTCTGTTTAATGAAGCCCTAAATCAGGATTTGGACTCGTTTCGCCAGAGCCATAATTCAGTTACGCTCCTGCAGTACGTAGA pol
GCTTCAAAAACTCTCCAACTCTGTTTAATGAAGCCCTAAATCAGGATTTGGACTCGTTTCGCCAGAGCCATAATTCAGTTACGCTCCTGCAATACGTAGA

3410 3420 3430 3440 3450 3460 3470 3480 3490 3500
R B B I I I P I I I I N P I S P I I P ISP ST AP ..
TGACTTGCTTCTGGCGGCCCCCTCCGAAGCAGAATGCCGACAGGCCACTGGAGACCTCCTCCAGGAGCTGGGGCAGTTGGGCTATCGGGCCAGTGC G pol
TGACTTGCTTCTGGCGGCCCCCTCCGAAGCCGAATGCCGACAGGCCACTGGAGACCTCCTCCAGGAGCTGGGGCAGTTGGGCTATCGGGCAAGTGCARAG

3510 3520 3530 3540 3550 3560 3570 3580 3590 3600
B L T O L N T [ e S O e el A L Ll P I IRTPIP|
AAGGCTCAAATATGCAGGCAAACAGTCACCTACCTGGGGTATAAACTGAAAGAAGGAACCAGATGGCTGACAGAGGCCATGAAAGAGACTATTCTTAGAC pol
AAGGCTCAAATATGCAGGCAAACATTCACCTACCTGGGGTATAAGCTGAAAGAGGGAACCAGATGGCTGACTGAGGCCATGAAAGAGACTATTCTTAGAC
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3610 3620 3630 3640 3650 3660 3670 3680 3690 3700
B B e O e o L T L F T o e e R o T e Pl IRTRIP EP
TTCCAGTCCCGACCTCAGCACGAGAGGTCCGTGAGTTTTTAGGGACGACAGGCTACTGCCGGCTGTGGATTTTGGGGTATGCTGAAATAGCAAAACCTCT pol
TTCCTGTCCCGACCTCAGCACGAGAGGTCCGTGAGTTTTTAGGGACGACAGGCTACTGCCGGCTGTGGATTTTGGGGTATGCTGAAATAGCAAAACCTCT

3710 3720 3730 3740 3750 3760 3770 3780 3790 3800
[P R TR RTTES FPRTS R F B S L I F B P T e I
GTATGAGGCAACCAAGGATAAGGTCCCTTGGGCCTGGGGGTCAGACCAACAGAAGGCCTACGATGAACTCAAGGTCGCTCTCCTAAGAGCCCCGGCTCTG pol
GTATGAGGCAACCAAGGATAAGGTCCCTTGGGCCTGGGGGTCAGACCAACAGAAGGCCTACGATGAACTCAAGGTCGCTCTCCTAAGAGCCCCGGCTCTG

3810 3820 3830 3840 3850 3860 3870 3880 3890 3900
B L N T O L o T [ e H S O L E O T e RSPt I PSP
GCATTGCCAGACCCCCTGAAGCCCTTCACTCTCTTTGTTGATGAGAGGAGGGGAATAGCGAAAGGAGTGCTAATGCAGCGTCTGGGGCCCTGGAAACGTC pol
GCATTGCCAGACCCCATGAAGCCCTTCACTCTCTTTGTTGATGAGAGGAGGGGAATAGCGARAAGGGGTGCTAATGCAGCGTCTGGGGCCCTGGAAACGTC

3910 3920 3930 3940 3950 3960 3970 3980 3990 4000
IERES ETRTE FRET RRTrs R RS i I RIS (P IR IS PRTITS (RIIRY ISPIPIrS INSPIPIrS PSP IR IPIRS RSP IPIrS ISP
CGGTTGCCTATTTATCCAAGAAGCTAGATCCAGTTGCAGCAGGATGGCCCCCGTGCTTAAGGATCATTGCGGCAGTAGCCCTAATGGTGAAGGATGCTGA pol
CGGTTGCCTATTTATCCAAGAAGCTAGATCCAGTTGCAGCAGGATGGCCCCCGTGCTTAAGGATCATAGCGGCAGTAGCCCTAATGGTGAAGGATGCTGA

4010 4020 4030 4040 4050 4060 4070 4080 4090 4100
D B O O T o L T T e T O IR T S e S Rt IRTR TPt I
TAAACTCACTTTTGGGCAACATCTGAAGGTAGTGACCCCCCATGCGATCGAGGGGGTCCTGAAATATCCCCCTGGTAGGTGGATGACTAATGCCCGACTA pol
TAAACTCACTTTTGGGCAACATCTGAAGGTAGTGACCCCCCATGCGATTGAGGGGGTCCTGAAATATCCCCCTGGTAGGTGGATGACTAATGCCCGACTA

4110 4120 4130 4140 4150 4160 4170 4180 4190 4200
IERES ETRTE FRET RRTes R R e I RIS (R IS IS RIS (RIS IPIPIrS INIPIPIrS IPTIP IR IRSPIPIrS ISP
ACGCATTACCAAGGACTCTTGCTAGATGCACCCCGGATCATCTTCGCTGAACCCACCGCTCTGAATCCAGCCACCCTGCTGCCGACCCCGGATCTGAGAG pol
ACCCATTACCAAGGACTCTTGCTAGATGCACCCCGGATCATCTTCGCTGAACCCACCGCTCTARAATCCAGCCACCCTGCTGCCGACCCCGGATCTGAGAG

4210 4220 4230 4240 4250 4260 4270 4280 4290 4300
B B O O S o L T T T o S O IR T e Ll ISPt Yl IRTRIPt I
CTCCCCTGCATGATTGCCAAGAGATCATGGCAGAAGTCACCCAGGTGCGCCCCGACCTCCAGGACACCGCACTACCCAACAGTGAGTTGGTATGGTACAC pol
CTCCCCTGCATGATTGCCAAGAGATCATGGCAGAAGTCACCCAGGTGCGCCCCGACCTCCAGGACACCGCGCTACCCAACAGTGAGTTGGTATGGTACAC

4310 4320 4330 4340 4350 4360 4370 4380 4390 4400
S T L S o e e e S L B L T e I
TGATGGAAGCAGCTTCGTTATAGATGGTGTGCGGAGGGCAGGCGCAGCGGTGGTAGACCAAGGGGG CATCATTTGGAGTGCCTCGCTTTCCCCGGGG pol
TGATGGAAGCAGCTTCGTTATAGATGGTGTGCGGAGGGCAGGCGCAGCGGTGGTAGACCAAGGGGGAAACATCATTTGGAGTGCCTCGCTTTCCCCGGGG

4410 4420 4430 4440 4450 4460 4470 4480 4490 4500
B B O O S o L T T T o S O IR T e Ll ISPt Yl IRTRIPt I
ACATCAGCACAGAAGGCCGAACTGATCGCGCTGGCGGAGGCGCTGGAACGGGCCGAAGGGAGACGAGTGACTGTCTACACCGATAGCCGCTACGCCTTTG pol
ACATCAGCACAGAAGGCCGAACTGATCGCGCTGGCGGAGGCGCTGGAACAGGCCAAAGGGAGACGAGTAACTGTCTACACCGATAGCCGCTATGCCTTTG
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4510 4520 4530 4540 4550 4560 4570 4580 4590 4600
B L T T e L T [ e S O L e o It L el IPTPUP PSP
GCACTGTCCATGTGCATGGCGCCATCTACCGGGAAAGAGGCTTTGTTACAGCGGAAGGAAAGGCTCTGCGCAATCTTCCTGAGGTACGAAGACTACTGAT pol
GCACTGTCCATGTGCATGGCGCTATCTACCGGGAAAGAGTCTTTGTTACAGCGGAAGGAAAGACTCTGCGCAATCTTCCTGAGGTACGAAGACTGCTAAT

4610 4620 4630 4640 4650 4660 4670 4680 4690 4700
RS P S I FS S S o e L o I s e
GGCCGTGCAAATGCCCCGGGCAGTCGCAGTTGTCCACATCCCTGGGCACCAGTCTGCCCAGACCCCGGAAGCTGAAGGAAACCGGCGAGCGGATGAAGCC pol
GGCTGTGCAAATGCCCCGGGCGGTCGCAGTTGTCCACATCCCTGGGCACCAGTCTGCACAGAGCCCAGAAGCTGAAGGAAACCGGCGAGCGGATGAAGCC

4710 4720 4730 4740 4750 4760 4770 4780 4790 4800
B B e e S L L e e T e T o IR e O T Y ITTR TPt I
GCCAAGACAGCGGCAGTAGCTTCATCAGCTTTAGCACTCACCCTGCCCACACCCGAGCTCCCTCGCCTGCCCCCGCGACCTGACTACACTCCAGAAGACC pol
GCCAAGGCAGTGGCAGTAGCTTCATCAGCTTTAGCACTCACCCTGCCCACACCCGAGCTCCCTCGCCTGCCCCCGCGACCTGACTACACTCCGGARAGACC

4810 4820 4830 4840 4850 4860 4870 4880 4890 4900
IERES ETRTE FRET RRTrs R RS i I RIS (P IR IS PRTITS (RIIRY ISPIPIrS INSPIPIrS PSP IR IPIRS RSP IPIrS ISP
TGCGATGGATCCAGAACCACCACTGCCCGGAATCTGATCAGCAGGGGTGGCATCGGGATACAGAAGGAAGATTGATACTGCCGGCACAGCTAGACTGTTT pol
TGCGATGGATCCAGAACCACCACTGCCCGGAATCTGATCAGCAGGGGTGGCGTCGGGATACAGAAGGAAGATTGATACTGCCGGCACAGCTAGACTGTTT

4910 4920 4930 4940 4950 4960 4970 4980 4990 5000
D e L T o L e e e e I I
CTTCTCTCCAACCTGCATCAAGCCACCCACTTAGGAAAAAAGAAGTTGCTGACAATTCTCGAGTCCGCCCGCCTCCGGTTTCCCCGACAAGCGGCTCAGA
CTTCTCTCCAACCTGCATCAAGCCACCCACTTAGGAAAAAAGAAGTTGCTGACAATTCTCGAGTCCGCCCGCCTCCGGTTTCCCCGACAAGCAGCTCAGA

5010 5020 5030 5040 5050 5060 5070 5080 5090 5100
B T O S O O O T O T T T e N R T e T e AP T I
TTCAAGAGATTGTAGATCAGTGCATTGGGTGCCAGGCTATGAGACCCAGTAGGAAAGGACCCCAACATACAGGTACGAGGGTACGGGGAAGAGCGCCGGG
TTCAAGAGATTGTAGATCAGTGCATTGGGTGCCAGGCTATGAGACCCAGTAGGAAAGGACCCCAACATACAGGTACGAGGGTACGGGGAAGAGCGCCGGG

5110 5120 5130 5140 5150 5160 5170 5180 5190 5200
D e e e e T e T I I I
ACGGAATTGGGAAGTGGATTTTACTGAGGTARAGCCTGGGAGGTATGGGTATAAGTACTTGCTAGTAATGGTTGACACATTTTCGGGCTGGGTGGAAGCC
ACGGAGTTGGGAAGTGGATTTTACGGAGGTAAAGCCTGGGAGGTATGGGTGTAAGTACTTGCTAGTAATGGTTGACACATTTTCTGGCTGGGTGGAAGCC

5210 5220 5230 5240 5250 5260 5270 5280 5290 5300
T T e T T O T I I e Y I I
TTCCCCACGAAACGGGAGACTGCCCAAGTGGTTGCTAAGGCATTACTAGAAGAAATTATTCCCAGATATGGGGTTCCTGAGGTTTTAGGCTCCGATAACG
TTCCCCACGAAACGGGAGACTGCCCAAGTGGTTGCTAAGGCATTACTAGAAGAAATTATTCCCAGATATGGGGTTCCTGAGGTTTTAGGTTCCGATAACG

5310 5320 5330 5340 5350 5360 5370 5380 5390 5400
D e e e e T e T I I I
GCCCAGCTTTCATCAGTAACGTCCTACAGGGACTAGCCCGGGCGATAGGGATCAATTGGAAGTTACATTGTGAATATAATCCCCAGAGCTCAGGGCAGGT
GCCCAGCTTTCATCAGTAACGTCCTACAGGGACTAGCCCGAGCGATAGGGATCAATTGGAAGTTACATTGTGAATATAATCCCCAGAGCTCAGGGCAGGT
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5410 5420 5430 5440 5450 5460 5470 5480 5490 5500
D e e T I I
AGAGAGAATGAATCGGACTCTAAGAGGAGACCTTTGTCCAAACTAGCCATCGAGACTGGCGGGGACTGGGTGACCCTCTTACCCTATGCCATCTTCCGGG
AGAGAGAATGAATCGGACTCTAAGAGGAGACCTTTGTCCAAACTAGCCATCGAGACTGGCGGGGACTGGGTGACCCTCTTACCCTATGCCATCTTCCGGG

5510 5520 5530 5540 5550 5560 5570 5580 5590 5600
T T e T T T I I L Y I I
TCCGGAACTCACCATATGTACATGGTTTGACACCTTTCGAAATTCTGTATGGGGCACCACCCCCCATTATTGTTCGTACTCTACCAGATCATGACCCCAA
TCCGGAACTCACCATATGTACATGGTATGACACCTTTCGAAATTCTGTATGGGGCACCACCCCCCATTATTGTTCGTACGCTACCAGATCATGACCCCAA

5610 5620 5630 5640 5650 5660 5670 5680 5690 5700
D e e I I
TGTGGCCCCAAGTTATCTGGCCAGTTTAAAGGCCCTACAAGGGGTCCAACATGAGATATGGCCCCTAGTGAGTTCCCTGTATGAAATTAAGGACGCCCCG
TGTGGCCCCAAGTTATCTGGCCAGTTTAAAAGCCCTGCAAGGGGTCCAACATGAGATATGGCCCCTAGTGAGTTCCCTGTATGAAATTAAGGACGCCCCG

5710 5720 5730 5740 5750 5760 5770 5780 5790 5800
B T O S O O O T O T T O R T I e T AT T I
AACCCGGAACATGGCATCGTTCCAGGGGATTGGGTATGGGTAAGGAGACACAGGTCCCGGACACTGGAGGAAAGATGGAAAGGTCCTTATGTGGTTATTC
AACCCGGAACATGGCATCGTTCCAGGGGATTGGGTATGGGTAAGGAGACACAGGTCCCGGACACTGGAGGARAGATGGARAGGTCCTTATGTGGTTATTC

5810 5820 5830 5840 5850 5860 5870 5880 5890 5900
D P e e e T I
TGGTTACCCCCACTGCCTTAAAGGTTGACGGCATTGGGCCTTGGGTCCATCACTCTCACGTGCGCCGAGCCAGCCAGCTGGAGAAGACGCAAGCTAAGGA
TGGTTACCCCCACTGCCTTAAAGGTTGACGGCATTGGGCCTTGGGTCCATCACTCTCACGTGCGCCGAGCCAGCCAGCTGGAGAAGACGCAAGCTGAGGA

5910 5920 5930 5940 5950 5960 5970 5980 5990 6000
B T O S O O T P T T e N R T T I T B I R reees
GTGGATCGTACGGCGACACCCTGATAACCCTCTGAAGCTGCAGCTCTCCCGACCTCGGGGAAGCGTCAAGCCCCATGCCTCAGCTAACGATGGAATGGTT
GTGGATCGTACGGCGACACCCTGATAACCCTCTGAAACTGCAGCTCTCCCGACCTCGGGGAAGCGTCAAGCCCCCTGCCTCAGCTAACGATGGAATGGCT env

6010 6020 6030 6040 6050 6060 6070 6080 6090 6100
R B I I I I I IO P I I o IR ISP S ISP OrS PPt ISP EP RS IPUPOPI IPSPIPIPS) IPUPOPINS) IPOPIPPS
GCTAGCCCTAACTCTGCTCAACATCTGGGAGAAGAGCCACGCGGGGATCAACCCACACCAACCCCATAAGCTAACATGGACCCTAACAGATGGACAGACC
GCTAGCCCTAACTCTGCTCAACATCTGGGAGAAGAGCCACGCGGGGATCAACCCACACCAACCCCATAAGCTAACATGGACCCTAACAGATGGACAGACC env

6110 6120 6130 6140 6150 6160 6170 6180 6190 6200
D e o e T e T o T e e R T e e e AT Irt I p
CAAACAACCCTTAATAGCACCACACATACTGCCCCCATCAATACGTGGTGGCCAGATTTGTTTTTCGACCTGCGTGACATTTTCGGCACTAAACGTGGAC
CAAACAACCCTTAATAGCACCACACATACTGCCCCCGTCAATACGTGGTGGCCAGACTTGTTTTTCGACCTGCGTGACATTTTCGGCACTAAACGTGGAC env

6210 6220 6230 6240 6250 6260 6270 6280 6290 6300
R B I I I I I IO P I I o IR ISP S ISP OrS PPt ISP EP RS IPUPOPI IPSPIPIPS) IPUPOPINS) IPOPIPPS
GGCAGTATGACTACTCAGTCAGGTCCAAGCGGGCTGTAATTGACACCTCTCAAGGACATAGTGCACAAGGGTTTTGGGCCTGCCCAGGGAACCTAAGAAA
GGCAGTATGACTACTCAGTCAGGTCCAAGCGGGCTGTAATTGACACCTCTCAAGGACATGGTGCACAAGGGTTTTGGGCCTGCCCAGGGAACCTAAGAAA env
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6310 6320 6330 6340 6350 6360 6370 6380 6390 6400
D T o T e T e T e e R T E e e e AT Ire U p
CAATTGGAAAACCTGTGGCGGCCCAGACCGCTACTATTGTGGTAGTTGGAGTTGTGTCACCTCCAATGACGGGCCCCGACAGTGGGACGTTGGGAACAGG
CAATTGGAAAACCTGTGGCGGCCCAGACCGCTACTATTGCGGTAGTTGGAGTTGTGTCACCTCCTATGACGGGCCCCGACAGTGGGACGTTGGGAACAGG env

6410 6420 6430 6440 6450 6460 6470 6480 6490 6500
R B I I I I I IO P I I o IR ISP S ISP OrS PPt ISP EP RS IPUPOPI IPSPIPIPS) IPUPOPINS) IPOPIPPS
GATCTAGTCAAATTCTCCTTTAGGGACCCCCTCAACCAGGTACCCCAGGTACGTGTCCAATTTAACCAAGACGCGGCACGAAAAGAGCGTGGTTGGTTAT
GATCTAGTTAAATTCTCCTTTAGGGACCCCCACAACCGGGTGCCCCAGGTACGTGTCCAGTTTAACCAAGACGTGGCACGAAGAGAGCGTGGTTGGTTAT env

6510 6520 6530 6540 6550 6560 6570 6580 6590 6600
D e o e T e T o T e e R T e e e AT Irt I p
CAGGATTAACTTGGGGGTTCCAATTAGATATAGGCCGTTGGGCATGGATAGGCCCCCACCCCGGCGGTCTCCTAACTATTCGACTATCGGTCGAAACGAT
CAGGATTAACTTGGGGGTTCCAATTAGACATAGGCYGTTGGGCATGGATAGGCCCCCACCCCGGCGGTCTCCTAACTATTCGACTATCGGTCGAAACGAT env

6610 6620 6630 6640 6650 6660 6670 6680 6690 6700
R B I I I I I IO P I I S IRl ISP S (PSP PSS PPt ISP EP IR IPTPOPI IPSPIPIPS) IPUPOPINS) ISP
CAGCACTCAGGTGGGTCCAAATAAGGTACTGGCTCCTCTCGTCCCTACCAAGAACCCAGGTATATCAAGGGATAAGGACACCACAGGAAGGATCGCGGGA
CAGCACTCAGGTGGGTCCAAATAAGGTGCTRGCCCCTCTCGTCCCTACCAAGAACCCAGGTATATCAAGGGATAAGGACACCACAGGAGGGACTGTGGGA env

6710 6720 6730 6740 6750 6760 6770 6780 6790 6800
D e O T O T O T e R T E e e e AT Irt I p
ACCCAGCCAAAGACCTCTGTAACTCCTTCGACACCTGCTACGCAGACAACCGAAGACTCATTGCGGAAACTGGTGCGCACTGTATACGAGACCCTTAATG
ACCCAGCCAAAGACCTCTGTAACTCCTTCGACACCTGCTACGCAGACAACCGAAGACTCATTGCGGAAACTGGTGCGCACTRTATACGAGACCCTTAATG env

6810 6820 6830 6840 6850 6860 6870 6880 6890 6900
R B I I I I I IO P I I S ISl ISP S ISP PPt ISP EPIPS) IPUPOPI IPSPIPIPSS IPUPOPINS) IPOPIPPS
CCACCAGTCCTCACCTCACAACCTCCTGTTGGCTGTGCTATGATGTAAAGCCCCCGTTCTATGAGGCAATAGGACTTAATGCCACTTACAACGCCTCTAA
CCACCAGTCCTAACCTCACAACCTCCTGTTGGCTGTGCTATGATGTAAAGCCCCCGTTCTATGAGGCAATAGGACTTAATGCCACTTACAACGCCTCTAA env

6910 6920 6930 6940 6950 6960 6970 6980 6990 7000
D T O e T O T e T T O e R T e L e T I I
CGGTAAGAACCCTTCTCAGTGTTCATGGGGGGATCGTAAAATTGGCTTAACCCTGCAACTAGTGAGCGGCAATGGGACCTGTCTAGGGAAGGTGCCCCAG
CGGTAAGAACCCTTCTCAGTGTTCATGGGGAAATCGTAAAATTGGCTTAACCATGCAACTAGTGAGCGGCAATGGGACCTGTCTAGGGAAGGTGCCCCAG env

7010 7020 7030 7040 7050 7060 7070 7080 7090 7100
I I A L O e L PP PP PSP IS INTPIPIPE) [PPUPDY PUPOPIPY PSPPI ISP (POt RTPIPIPY IPUPIPIP [
GCTAAACAAAGTTTATGTGCCTCCATAGACAGCTCCCCTAGTTGGAAAAGTGACACTAAGTGGTTAATCCCCAGAACTGATGGATGGTGGATATGTTCAA
GCTAAACAAAGTTTATGTGCCTCCATAGACAGCTCCCCTAGTTGGAAAAGTGACACTAAGTGGTTAATCCCCAGAACTGATGGATGGTGGATATGTTCAA env

7110 7120 7130 7140 7150 7160 7170 7180 7190 7200
D T O e T O T e T T O e R T e L e T I I
AGACTGGCCTCACCCCGTGCCTATCTACCTCGGTCTTTAATGCCGCCAATGAATTCTGTGTCCTAGTAACTGTGCTGCCCCGCATCCTCTATCACCCTGA
AGACTGGCCTCACCCCGTGCCTATCTACCTCGGTCTTTAATGCCGCCAATGAATTCTGTGTCCTAGTAACTGTGCTGCCCCGCATCCTCTATCACCCTGA env
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7210 7220 7230 7240 7250 7260 7270 7280 7290 7300
D T o T e T e T e e R T E e e e AT Ire U p
GGAGAGTATGTATTCGCATTGGGATAGTGACACAAGTACGAGAAGTAAAAGAGAGCCCATCACCGCACTAACCATTGCCACCCTGTTCAGTTTGAGAATA
GGAGAGTATGTATTCGCATTGGGATAGTGACACAAGTACGAGAAGTAAAGGAGAGCCCATCACTGCACTAACCATTGCCACCCTGTTCAGTTTGGGAATA env

7310 7320 7330 7340 7350 7360 7370 7380 7390 7400
R B I I I I I IO P I I o IR ISP S ISP OrS PPt ISP EP RS IPUPOPI IPSPIPIPS) IPUPOPINS) IPOPIPPS
GCCGGAGCTGGGACCGGCATAGCGTCCCTGGCTACTCAACAATCAGGCATAACCTCCCTAAGGGCGGCCATAGATGAGGACATAGAAAGGTTGGAAACCT
GCCGGAGCCGGGACCGGCATAGCGTCCCTGGCTACTCAACAATCAGGAATGACCTCCCTAAGGGCGGCCATAGATGAGGACATAGAAAGGTTGGAAACCT env

7410 7420 7430 7440 7450 7460 7470 7480 7490 7500
D e o e T e T o T e e R T e e e AT Irt I p
CGATTAGTCATTTAGAGAAGTCGCTCACCTCTCTATCCGAGGTAGTACTCCAGAATAGAAGAGGACTTGATTTGTTGTTCCTCCAACAAGGGGGACTGTG
CGATTAGTCATTTAGAGAAGTCGCTCACCTCTCTATCCGAGGTAGTACTCCAGAATAGAAGAGGACTTGATTTGTTGTTCCTCCAACAAGGGGGACTATG env

7510 7520 7530 7540 7550 7560 7570 7580 7590 7600
R B I I I I I IO P I I S IRl ISP S (PSP PSS PPt ISP EP IR IPTPOPI IPSPIPIPS) IPUPOPINS) ISP
TGTCGCGCTAGGGGAGGAATGTTGTTTTTATGCTGACCATACTGGTGTAGTAAAAGAATCCATGGCAAAGGTGAGAGAAGGGTTAGCTAAGAGAAAACGG
TGCCGCGCTGGGGGAGGAATGTTGTTTTTATGCTGACCATACTGGTSTGGTAAGAGAACGCATAGGMAAGATGMCCGCTGCCTCAGCTAAGAGAAAACAG env

7610 7620 7630 7640 7650 7660 7670 7680 7690 7700
D e O T O T O T e R T E e e e AT Irt I p
GAAAGGGAAGCTCAGGAGAACTGGTTTGAGGCTTGGTTTAATAGATCCCCCTGGCTCACCACCTTAGTATCTACCTTAGTGGGCCCGGTTATCTTGCTGG
GAAAGGGAAGCTCAGGAGAACTGGTTTGAGGCTTGGTTTAACAGATCCCCCTGGCTCACCACCTTAGTATCTACCTTAGTGGGCCCAATTATCTTGCTTG env

7710 7720 7730 7740 7750 7760 7770 7780 7790 7800
I I A e O P L PP PPt PSP IS INTPIPIPE) [PPUPDY PP PSPPI [P (POt RTPIPIPY IPUPIPIP [
TGCTTATTTTAACCTTTGGCCCTTGCATATTGAACAAGCTTATTAATTTTGTGAAAGATCGTGTTAATACTGTCCAGCTCATGGTCCTAAGACAACAGTA
TGCTTATTCTAACCTTAGGCCCTTGCATATTAAACAAGCTTATTAATTTTGTAAAAGATCGTGTTAATACCGTCCAGCTCATGGTCCTAAGACAACAGTA env

7810 7820 7830 7840 7850 7860 7870 7880 7890 7900
D T O T T T T e o T e e e I I I
TGAGACAGTGCCCACCCGCGAGGACCTCTACGGCTGGCCCGTACATGAGCAAGATTCCTCATTATGAACAACARACGGCGGGGAAATGTAAGAGACCTTT
TGAGACAGTGCCCACCCGTGAGGACTTCTACAGCTGGCCCGTACATGAGCAAGATTCCTCATTATGAACAACACACAGGGGGGAAATGTAAGAGACTGTT

7910 7920 7930 7940 7950 7960 7970 7980 7990 8000
T T e T T O T I I e Y I I
AGCATGAGAACTGCTATCTTAAGGTCAGGGTTAACAGCCCCTAGCCTGAAACAACCTAATTGTAAATTGTAAGAGACCGTTAGCATGAGAACTGCTATCT
AGCATGAGAACTAC ATCTTTAGGTCAGGGTTAACAGCCCCTAGCCTGAAACAGCATAGTGGGAAA TGTAAGAGACTGTTAGCATGAGAACTAC ATCT

8010 8020 8030 8040 8050 8060 8070 8080 8090 8100
D e e e e T e T I I I
TAAGGTCAGGGTTAACAGCCCTTAGCTTGAAACAACCTAATTGTARAA TTCCAGGATGTGGGCAGTTGCAGCACGGAGACCAGAAGTCCTGTAGCTTATC
TTAGGTCAGGGTTAACAGCCCCTAGCCTGAAACAACATAATTATAAAATTCCAGGATGTGGGCAGTTACAGCATGGAGACGAGAAGTCCTGCAGCTTATC
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8110 8120 8130 8140 8150 8160 8170 8180 8190 8200
D e e T I I
TTATA CTCCTTGTCCTGTAGTTAATCTTATACTCTTTGAAACTATGTAAGTCCTGTAGTTTATCTTATACTCCTTGAAGCTATGTAAGTCCT
TTATACTCCTGGTCTCCTTGTCCTGTAGTAAATCTTATACTCTTTGAAGCTATGCAAGTCCTGTAGTTTATCTTATACTCTTTGAAGCTATGCAAGTCCT

8210 8220 8230 8240 8250 8260 8270 8280 8290 8300
T T e T T T I I L Y I I
GTAGTTTATCTTGTACTCTCTGAAGCTATGGAAAATTACTGAGTGCCTTGAAAATGCTATATAAACCCTTGGCTTTAAGTGTTTGGGGTCCTTGTTAAAA
GTAGTTTATCTAGTACTCTCTGAAGCTATGGAAAATTACTGAGTGCCTTGAAAATGCTATATAAACCCTTGGCTTTAAGTGTTTGGGGTCCTTGTTAAAA

8310 8320 8330 8340 8350 8360 8370 8380 8390
D e e e e e
CCCGCTGCGTCGGGCAGAGACTCGGACCCCAGCTGGCTGGARAATARACCTCGTTGTGTGACTTGCAAAAAATARAAAAAAAAAAAAAAAAAAAAAAARAA
CCCGCTGCGTCGGGCAGAGACTCGGACCCCAGCTGGCTGGAAATAAACCTCGCTGTGTGACTTGCA



