Supplementary Figure S2: Alignment of the K2 preprotoxins from different M dsRNAs. Amino acid
substitutions are highlighted.

ScV_M2 L2226 I it S LMODELTLGEPAT@ARMCVRLLRFFIGLTITAFITIAACIIKSATGGSGY SNAV]
Scv_M2 EC1118 1 —————- SLVODELTLGEPATRARMCVRLLRFFIGLTITAFIIAACIIKSATGGSGYSNAV]
ScV_M2 2323 1 —————- SLIQDELTLGEPAT@ARMCVRLLRFFIGLTITAFIIAACIIKSATGGSGYSNAV
ScV_M2 QA23 1 —————- SLVODELTLGEPATRARMCVRLLRFFIGLTITAFIIAACITIKSATGGSGYSNAV]
Scv_M2 U43 1 —————- SLIQDELTLGEPAT@ARMCVRLLRFFIGLTITAFIIAACIIKSATGGSGYSNAV
Scv_M2 VL1 1 —————- SLVODELTLGEPATRARMCVRLLRFFIGLTITAFIIAACIIKSATGGSGYSNAV]
ScV_M2 X5 1 —————- SLVODELTLGEPATRARMCVRLLRFFIGLTITAFIIAACIIKSATGGSGYSNAV]
Scv_M2 FX10 1 —————- SLVODELTLGEPATRARMCVRLLRFFIGLTITAFIIAACIIKSATGGSGYSNAV]
ScV_M2 VR5 1 —————- SLVODELTLGEPATRARMCVRLLRFFIGLTITAFIIAACIIKSATGGSGYSNAV]
Scv_M2 PDM 1 —————- SLVODELTLGEPATRARMCVRLLRFFIGLTITAFIIAACITIKSATGGSGYSNAV]
ScV_M2 EZ44 1 —————- SLVODELTLGEPATRARMCVRLLRFFIGLTITAFIIAACIIKSATGGSGYSNAV]
Scv-M2 (X54154) 1 —————- SLVODELTLGEPATRARMCVRLLRFFIGLTITAFIIAACIIKSATGGSGYSNAV]
Scv-M2 (X56604) 1 —————- SLMODELTLGEPAT) ARMCVRLLRFFIGLTITAFIIAACIIKSATGGSGYSEA
Scv-M2-4 1 —————- SLIQDELTLGEPATEARMCVRLLRFFIGLTITAFIIAACIIKSATGGSGYSNAV
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ScVv M2 L2226 Bl VRGEADTPSTIVGQLVERGGFQAWAVGAGIYLFAKIAYDTSKVTAAVCNPEALIAITSY]
Scv_M2 EC1118 55 AVRGEEDTPSTIVGQLVERGGFQAWAVGAGIYLFAKIAYDTSKVTAAVCNPEALIAITSY
Scv_ M2 2323 BN\ VRGEADTPSTIVGQLVERGGFQAWAVGAGIYLFAKIAYDTSKVTAAVCNPEALIAITSY]
ScV_M2 QA23 55 AVRGEEDTPSTIVGQLVERGGFQAWAVGAGIYLFAKIAYDTSKVTAAVCNPEALIAITSY
Scv_M2 U43 55 AVRGEADTPSTIVGQLVERGGEQAWA@GAGIYLFAKIAYDTSKVTAAVCNPEALIAITSY
Scv_M2 VL1 Bl VRGEADTPSTIVGQLVERGGFQAWAVGAGIYLFAKIAYDTSKVTAAVCNPEALIAITSY]
Scv_M2 X5 55 AVRGEEDTPSTIVGQLVERGGFQAWAVGAGIYLFAKIAYDTSKVTAAVCNPEALIAITSY
Scv_M2 FX10 Bl VRGEADTPSTIVGQLVERGGFQAWAVGAGIYLFAKIAYDTSKVTAAVCNPEALIAITSY]
ScV_M2 VR5 Bl VRGEMYDTPSTIVGQLVERGGFQAWAVGAGIYLFAKIAYDTSKVTAAVCNPEALIAITSY]
Scv_M2 PDM Bl VRGEYDTPSTIVGQLVERGGFQAWAVGAGIYLFAKIAYDTSKVTAAVCNPEALIAITSY]
ScV_M2 EZz44 Bl VRGEYDTPSTIVGQLVERGGFQAWAVGAGIYLFAKIAYDTSKVTAAVCNPEALIAITSY]
Scv-M2 (X54154) Bl VRGEADTPSTIVGQLVERGGFQAWAVGAGIYLFAKIAYDTSKVTAAVCNPEALIAITSY]
Scv-M2 (X56604) BN\ VRGEADTPSTIVGQLVERGGFQAWAVGAGIYLFAKIAYDTSKVTAAVCNPEALIAITSY]
Scv-M2-4 55 AVWGEADTPSTIVGQLVERGGFQAWAVGAGIYLFAKIAYDTSKVTAAVCNPEALIAITSY
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ScVv_M2 L2226 IR AYAPTLCAGAYVIGAMSGAMSAGLALYAGYKGWQOWBGPGGMAEREDVASFYSPLLNNTL
Scv_M2 EC1118 IR/ AYAPTLCAGAYVIGAMSGAMSAGLALYAGYKGWQWGGPGGMAEREDVASFYSPLLNNTL
ScVv_M2 2323 115 VAYAPTLCAGAYVIGAMSGAMSAGLALYAGYKGWQWEGPGGMAEREDVASFYSPLLNNTL
ScVv_M2 QAZ23 IR/ AYAPTLCAGAYVIGAMSGAMSAGLALYAGYKGWQWGGPGGMAEREDVASFYSPLLNNTL
ScVv_M2 U43 115 VAYAPTLCAGAYVIGAMSGAMSAGLALYAGYKGWQWEGPGGMAEREDVASFYSPLLNNTL
Scv_M2 VL1 115 AYAPTLCAGAYVIGAMSGAMSAGLALYAGYKGWQWGGPEGMAEREDVASFYSPLLNNTL
Scv_M2 X5 IR AYAPTLCAGAYVIGAMSGAMSAGLALYAGYKGWOWGGPGGMAEREDVASFYSPLLNNTL
Scv_M2 FX10 RSN Y APTL.CAGAYVIGAMSGAMSAGLALYAGYKGWQWGGPGGMAEREDVASFYSPLLNNTL
ScV_M2 VR5 IR AYAPTLCAGAYVIGAMSGAMSAGLALYAGYKGWOWGGPGGMAEREDVASFYSPLLNNTL
Scv_M2 PDM IR/ AYAPTLCAGAYVIGAMSGAMSAGLALYAGYKGWOQWGGPGGMAEREDVASFYSPLLNNTL
ScV_M2 EZz44 IR AYAPTLCAGAYVIGAMSGAMSAGLALYAGYKGWOWGGPGGMAEREDVASFYSPLLNNTL
Scv-M2 (X54154) 115 AYAPTLCAGAYVIGAMSGAMSAGLALYAGYKGWQWEGPGGMAEREDVASFYSPLLNNTL
Scv-M2 (X56604) IR AYAPTLCAGAYVIGAMSGAMSAGLALYAGYKGWOWGGPGGMAEREDVASFYSPLLNNTL
Scv-M2-4 IR AYAPTLCAGAYVIGAMSGAMSAGLALYAGYKGWOWGGPGGMAEREDVASFYSPLLNNTL

K2toxin (CAA38093)121 VAYAPTLCAGAYVIGAMSGAMSAGLALYAGYKGWQWEGPGGMAEREDVASFYSPLLNNTL
A ue) & BNV AL N DI ZNN/ A\ Y APTLCAGAYVIGAMSGAMSAGLALYAGYKGWQWGGPGGMAEREDVASFYSPLLNNTL

Scv_M2 L2226 I Y VGGDHTADYDSELATILGSVYNDVVHLGVYYDNSTGIVKRDSRPSMISWTVLHDNMMI T
Scv_M2 EC1118 IS Y VGGDHTADYDSELATILGSVYNDVVHLGVYYDNSTGIVKRDSRPSMISWTVLHDNMMIT
Scv_M2 2323 WY VGGDHTADYDSELATILGSVYNDVVHLGVYYDNSTGIVKRDSRPSMISWTVLHDNMMI T
ScV_M2 QA23 IS Y VGGDHTADYDSELATILGSVYNDVVHLGVYYDNSTGIVKRDSRPSMISWTVLHDNMMIT
Scv_M2 U43 175 YVGGDHTADYDSELATILGSVYEDVVHLGVYYDNSTGIVKRDSRPSMISWTVLHDNMMIT
Scv_M2 VL1 IS Y VGGDHTADYDSELATILGSVYNDVVHLGVYYDNSTGIVKRDSRPSMISWTVLHDNMMIT
Scv_M2 X5 I Y VGGDHTADYDSELATILGSVYNDVVHLGVYYDNSTGIVKRDSRPSMISWTVLHDNMMI T
Scv_M2 FX10 175 YVGGDHTADYDSELATILGSVYNDVVHLGVYYDNSTGIVERDSRPSMISWTVLHDNMMIT
ScVv_M2 VR5 WY VGGDHTADYDSELATILGSVYNDVVHLGVYYDNSTGIVKRDSRPSMISWTVLHDNMMI T
Scv_M2 PDM IS Y VGGDHTADYDSELATILGSVYNDVVHLGVYYDNSTGIVKRDSRPSMISWTVLHDNMMIT
Scv_M2 Ez44 I Y VGGDHTADYDSELATILGSVYNDVVHLGVYYDNSTGIVKRDSRPSMISWTVLHDNMMIT
Scv-M2 (X54154) 175 YVGGDHTADYDSELATILGSVYNDVVHLGVYYDNSTGIVKRDSRPSMESWTVLHDNMMIT
Scv-M2 (X56604) I Y VGGDHTADYDSELATILGSVYNDVVHLGVYYDNSTGIVKRDSRPSMISWTVLHDNMMI T

Scv-M2-4 I Y VGGDHTADYDSELATILGSVYNDVVHLGVYYDNSTGIVKRDSRPSMISWTVLHDNMMIT
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