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L YP 006906013.1 DNA polymerase | Providencia phage Redjac
«4 Salmonella phages (6)

- -YP 009140415.1 putative DNA polymerase Lactococcus phage 1358

4< Corynebacteria phages (4)

— - - - - - - - QBX22810.1 DNA polymerase | Streptococcus phage Javan100
— - - QBX18198.1 DNA polymerase | Streptococcus phage Javan405

n % Streptococci phages (36)

QBX27916.1 DNA polymerase | Streptococcus phage Javan422
QBX13776.1 DNA polymerase | Streptococcus phage Javan105
WP 134112782.1 DNA polymerase | HTH1

ASDS51124.1 DNA polymerase | Erysipelothrix phage phi1605

QBX31312.1 DNA polymerase | Streptococcus phage Javan630
fffffff AQY52630.1 DNA polymerase Listeria phage LWPO01

- - -YP 009010738.1 DNA polymerase Croceibacter phage P2559Y
QGZ15870.1 DNA polymerase Elizabethkingia phage TCUEAP1
—— -~~~ - YP 009216662.1 DNA polymerase | Clostridium phage phiCT453A
1 — - - - - - P06225.1 DNA polymerase Bacillus phage SPO2

1T - AGR47411.1 DNA-directed DNA polymerase Brevibacillus phage Emery
T YP 006383486.1 DNA polymerase Bacillus phage PBC1
\_{ fffff AUR81245.1 DNA polymerase Bacillus phage Carmen17
fffff AXN58333.1 DNA polymerase Bacillus phage Wes44

Q Streptococci phages (17)
- - - -YP 003347375.1 DNA polymerase Enterococcus phage phiFL4A

% Staphylococci phages (17)

fffff AFB75896.1 hypothetical protein 2203 scaffold802 00015 Bacteriophage sp.



