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Figure S1. Amplification of the described bunyaviruses using dsRNA as template in the cDNA synthesis. 1-
PcoNSRV2 (amplicon 511 bp), 2-PcoNSRV3 (amplicon 740 bp), 3-PcoNSRV1 (amplicon 983 bp), 4-PcoNSRV4
(amplicon 743 bp), 5-PcoNSRV11 (amplicon 623 bp), 6-PcoRV1 (amplicon 861 bp).



Figure S2. Graphical representation of the inserts in the small RNA library showing two main peaks at 21
and 25 nts.
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SUPPLEMENTARY TABLES

Table S1. Primers used for viral presence confirmation and RACE

Position in genome Amplicon size

NameN Virus Sequence (5'- 3")
(5’-3") (bp)
DN95_R GAGAACCAATACTCAGGAACCGT
PcoRV1 2254-3114 861
DNO95_F ACAGTGGGCGTATTTCTGTAAGT
DN95_RACE_R_5' TCCGTCAGTAGCGCTACTCTGCCG 4862 989
PcoRV1
DN95_RACE_F_3' CGAGCATGGGAGGTGGTGGGATCT 894 894
DN789_F CAACCATTCTTGCACTTCAGGAG
PcoRV2 3179-4108 930
DN789_R TGAGATCGAGTTGCTTTCCAAGA
DN789_RACE_R_5' GCCAGGTACGTCCGACCGACTCTT 489 489
PcoRV2
DN789_RACE_F_3' CCCCCGAGCCCAACCCAGAACTAG 5628 613
DN6573_R AAAGCATTTGTGCGTATGGAACA
PcoNSRV1 2310-3273 983
DN6573_F ACCGAACACTCTTTCTGCAATTG
DN278_R TTCGGCCGTAAGTCTCTITGTITA
PcoNSRV2 4023-4533 511
DN278_F TGGGAATACCGAACACTCTTGTT
DN157_R GCATATTGTACCTAACGTGCACC
PcoNSRV3 1517-2256 740
DN157_F TACACATACCGGGAAAGCTGAAA
DN32_g2 R CCAATGAGCTGGAATTCCGATTC
PcoNSRV4 1947-2689 743
DN32_g2 F GGGCAGCACAGACATCAAATATC
DN5725_R TCGAGCTCTTTTCAAATGGAGGA
PcoNSRV5 3290-3835 546
DN5725_F GAAGGTCACACTTTTTAGTGCCC
DN3746_R TTCTCTCTTCAAGTGCCACTCTC
PcoNSRV6 4527-5124 598
DN3746_F GGACAGAGCAACGTTTCATATCG
DN7515_R AGCAAGTTCGGGTTCATTTTCAG
PcoNSRV7 3258-4219 961
DN7515_F CAACAGATGTTACCTTTGCAGCA
DN143_R GCTCTTGTGAAAGACCTCTCAGA
PcoNSRV8 1859-2506 648
DN143_F GTTTGCGCTGTATCATACTCCAC
DN43_g2 R CAAATCGCATTTATTCTCCCGCT
PcoNSRV9 779-1651 873
DN43_g2 F GACAGTAGACCAGGTAATAGGCG
DN3737_R TCGACACACCTGCAAGATTTTTC
PcoNSRV10 1849-2804 961

DN3737_F

AATGCTAAAGCTCTGGTCAGTGA




DN34_g1_i1 R CTACCCAAGACATATACACGCGA

PcoNSRV11 6751-7373 623
DN34_gl_il_F CTGTTGAGCCTTAATCATCGCTG
DN47_RE GGTTTGGGGCTTAATGATGACAAA

PcoNSRV12 3903-4540 638
DN47_FW CTGTGTACCAACCATTACCTGAGA
DN32_gl R ACACCAAAATTGACGAGCTTCTG

PcoNSRV13 4382-5209 828
DN32_gl_F TTGCTGCATCTTTGACACTTGAG

NCorresponding contig sequence obtained in TRINITY.



Table S2. Size distribution of small RNA inserts from Phytophthora condilina isolate BD661

Insert range 0 1-17 18-26 27-50

reads 67,327 10,344,387 34,109,189 3,575,124
% reads 0.14 21.51 70.92 7.43




Table S3. Pairwise identities of the bunyavirus sequences at nucleotide level. Distances are based on the MUSCLE
alignment of all the 13 sequences, which had 11,040 sites.

PcoNS PcoNSR PcoNSR PcoNS PcoNS PcoNS PcoNS PcoNS PcoNS PcoNSR PcoNS PcoNSR

RV3 V12 V10 RVS RV5 RV1 RV2 RV9 RV6 V13 RV4 i1
PcoNSR

V12

PeoNSR 040 382

V10

PcoNSR

CONSR 2083 3803 4457

V8

PONSR 035 3805 4466 5146

V5

PcoNSR 17.87 21.23 24.12 22.90 22.91

Vi

1’;20N5R 2039 2548 2745 2800 2771  27.43

f;;NSR 2078 2649 2924 2930 2921 2752 3214

PcoNSR

VC60NS 2108 2646 2914 2905 2864 2702 3131 5321

53‘;NSR 2102 2736 2945 2953 2895 2681 3192 3846  37.68

f;l"NSR 2025 2717 2925 2894 2881 2756 3241 3929 3809 4495
53"1NSR 2113 2781 2976 2925 2942 2724 3212 3927 3919 4292 4527
PcoNSR

V7 21.85 28.02 29.75 29.72 29.87 27.30 33.46 39.07 38.81 42.90 44.24 49.10




Table S4. Pairwise identities of the bunyavirus sequences at protein level. Distances are based on the MUSCLE
alignment of all the 13 sequences, which had 3,689 sites

PcoNSR PcoNSR PcoNSR PcoNSR PcoNSR PcoNSR PcoNSR  PcoNSR  PcoNSR  PcoNSR  PcoNSR  PcoSNR

V2 V3 Vi V9 \'3 V13 V4 Vi1 v7 vi2 V10 V8
PcoNSR 6.20
V3 :
PcoNSR i
Vi : :
PcoNSR
1051 8.80 10.82
V9
PcoNSR
10.33 8.50 1019 4512
V6
PNSR 023 849 1065 2491 2444
V13 : : ' ' :
PcoNSR
V°4°NS 10.84 8.67 1087 2611 2412 32.63
PcoNSR
10.17 8.52 1080 2545 2538 2994 3281
Vi1
PcoNSR
v 1050 9.26 1028 2553 2511 2987 3278 3662
PcoNSR
Vi 9.16 7.59 1132 1361 1413 1287 1279 1280 1332
PcoNSR
Vi 9.78 8.46 1173 1473 1429 1408 1313 1412 1441 26.68
PcoSNR
e 10.64 8.69 1087 1507  15.03 1485 1474 1571 1523 2655 30.28
PcoNSR
10.64 8.23 1059 1558 1463 1418 1421 1552 1454 2644 3077 4183

V5




