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	Genomic segment
	PB2
	PB1
	P3
	HEF
	NP
	P42
	NS1

	Total length in nucleotides
	2364
	2330
	2195
	2049
	1775
	1219
	868

	Nucleotide homology (in %)
	97.56
	98.88
	98.59
	95.82
	98.42
	96.63
	98.39

	Amino acid changes
	4
	5
	9
	25
	3
	13
	5



