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Supplemental Figure 1. Cloning strategy of the recombinant bacteriophage KIRKrec.

DNA sequences of GI-1 and GI-2 were synthesized by GeneCust (GeneCust, Dudelang, Luxembourg). GI-1 contains the genes tRNA-Val to FN3523_1010

followed by a gfp gene with promotor from vector pKK289KmGFP (Bönquist et al., 2008) and in GI-2 the KmR casette from pKK289 is followed by genes

FN3523_1011 to 1033, including the att (attR) site. Cloning of the complete phage in vitro was not possible and therefore we changed the cloning strategy using

the recombinase activity of FN3523_1033 (Rydzewski et al., 2015): (1.) GI-2 was cut out with the restricion enzyme NotI, religated and electroporated into

Francisella sp. strain W12-1067 (F-W12) it integrated site-specifically into the tRNA-Val gene of F-W12 (exhibiting one SNP compared to Fhi 3523) through the

activity of gene FN3533-1033 ). (2.) We cloned a second att site into the 3‘-end of the DNA fragment of GI-1 and (3.) this construct was electroporated into F-

W12 harbouring GI-2. (4.) PCR analysis and DNA sequencing revealed that the strategy was successful in generating a F-W12 strain harbouring a complete

KIRKrec prophage within its genome. PCR analysis revealed that all three episomal forms of KIRKrec (GI-1 part, GI-2 part [both episomal forms are not given in

the figure] and whole KIRKrec) are present in F-W12/KIRKrec (data not shown).
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Primer Tm [°C] Sequence 5`--> 3` Reference

F1_out_U 58.9 tgcgcgacacagaataatatctc this work

F2_out_R 58.9 ctgttgattttcctacagtcgct this work

F2_out_U 56 tagccatacgaagcttgacattat this work

F3_out_R 56 acatacgatgactcattagaagca this work

Fha-1 61.9 aatcactccaatagccagtactaagga Rydzewski et al., 2015

Fha-1W12 58.9 cttgcttcaatgactgggttttg Tlapak et al. 2018

Fha-2 61.6 cttgtcaacaactggtctactttctc Rydzewski et al., 2015

Fha-3 59.3 ctgagaattaagccacttatatcagaat Rydzewski et al., 2015

Fha-4 60.4 atactctacacaaggatggtgaaacat Rydzewski et al., 2015

Fha-4* (Fth-specific) 57.1 gtaaaacccgttggtcaaccttatcag Rydzewski et al., 2015

Fha-4W12 58.9 atccaggaatctttgtaggagct Tlapak et al. 2018

Fha996_U 57.9 ttgtaattggtcgtgagcctg this work

Fha997_R 55.8 tagaattaccttttaatcttaaattattatatc this work

Fhis_R13 57.9 gctaggacttctgcaaagtag this work

Fhis_U13A 56.6 gatctagctggagtactgc this work

Supplemental Table 1: Primers used in this study.


