
Figure S1

Figure S1. Statistical analysis among VL and mutations
To determine whether virus load (VL) in plasma and detected virus variants 
have a significant difference or not, we conducted the one-way ANOVA test 
between M50I alone and other combinations of mutations using a total of 
529 samples.
None of the combinations showed significant differences in VL distribution 
with M50I mutation. N.S.: not significant (p>0.05)
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