NC038882
NC004102
NC009823
NC009824
NC009825
NC009826
NC009827
NC030791

KP641125
KP641123
KP641127
KP641124
KP641126
MH027953
KP265950
KP265948
KP265943
KP265947
KP265946
MG781019
MG781018
MG257793
MG257794
MHO027948
MN266283
MN266285
MN266284
MZ221927
MZ540979
MZ540980
MN691105

NC038425
NC024889
MT955624
MT955623
MT955622
MHO027992
MN734124
MK644936
KX056116
KX421286
KT880192

CATCCTCTGAGCCCGCCCCTTCTGGC "M " "V PP TGCCCCCCCGACTCC " "V "V PP GACGTTGAGTC
CATCCTCTGAGCCCGCCCCTTCTGGC "M " "V PP TGCCCCCCCGACTCC " "V "V PP GACGTTGAGTC

CGGC'""'"""'GCTGCCGATTCCGGCAGTCAGACGCCTCCTGATGAGTTGGCCCTTTCGGAGACAGGTTC
CCACA-CACAGTCCAGCACTACTTCCAAGGTGCCCCCTTCTCCGGGAGGGGAG" " "TCCGACTCAGAGTC
-—--C---CGAGCTCAGACCGT---GATACAGACCTTACCACCCCAACT--GAGACCACAGAC-TCGGGCC
—————— CCAGGATTCTGCGTT---GG-GTACTAGCAGCCAACACGAT--------TCGGGGC-CTGAGGA
—————— CCGAGCTCCGGCCTC---GGAGGGTCAATAGCCGGCCCATCA-----TCTCCTGAC-CCGACAA
——————— AGGAGGCACCCCCC---AGCGACTCCGCCATTAGTCTGGAT-----TCACCGGCGGCAAATGA

CCTACGCCTGGGGCGGTCTTGAGCCT "' '"TTTCGTCAGCTCCAGATTTTTGACACTCCACCTCCTCCTTA
CCTACGCCTGGGGCGGCCTTGAGCCT "' '"TTCCGTCAGCTCCAGATTTTTGACACTCCACCTCCTCCTTA
CCTACGCCTGGGGCGGCCTTGAGCCT ' "' '"TTTCGTCAGCTTCAGATGTTTGACACTCCACCTCCTCCTTA
CCTACGCCTGGGGCGGCCTTGAGCCT "' '"TTCCGTCAGCTCCAAATGTTTGACACTCCACCTCCTCCTTA
CCTACGCCTGGGGCGGCCTTGAGCCT "' '"TTTCGTCAGCTCCAAATGTTTGACACTCCACCTCCTCCTTA
CCTATGCCTGGGGCGGTCTTGAGCCT "' '"TTCCGTCAGCTTGAAATGTTTGACACTCCACCTCCCCCTTA
'TTTTTTCTGGGCGGGGTTGCAGCCC ! "' TTCGGCCAATTACAGGTGTTTGAAACTCCACCACCCCCTTA
'TTTTTTCTGGGCAGGGCTGCAACCC! "' TTCGGCCAATTACAGGTGTTTGAAACTCCACCACCCCCTTA
'TTTTTTCTGGGCGGGGCTGCAACCT ! " " TTTGGCCAACTACAGGTGTTTGAAACTCCACCACCCCCTTA
'IYTTTTTTGGGCGGGCCTGCAGCCT ! " " TTTGGACAATTACAGGTTTTTGAGACTCCACCCCCACCTTA
'TYTTTTTTGGGCGGGCCTGCAGCCT ! " " TTTGGACAATTACAGGTTTTTGAGACTCCACCCCCACCTTA
CCTACTTCTGGGGTGGACTTGAGCCC' "'"TTTCGCCAGTTGCAGATGTTTGACACTCCACCTCCACCATA
CCTATTTCTGGGGTGGACTTGAGCCC'"'"TTTCGCCAGTTGCAGATGTTTGACACTCCACCTCCACCTTA
'TTTTTTCTGGGCGGGGCTGCAGCCT ! " ' TTCGGACAATTACAGGTATTTGACACTCCACCACCTCCTTA
'TTTTTTCTGGGCGGGGCTGCAGCCT ! " " TTCGGACAATTACAGGTATTTGACACTCCACCACCTCCTTA
'TYTTTTCTGGGCGGGTTTGCAGCCT ! " " TTTGGTCAACTCCAGGTGTTTGACACTCCACCTCCTCCTTA
CTTACTTCTGGGGCGGTCTCGAGCCC'"'"TTTCGTCAACTTCAGATGTTTGACACTCCACCCCCTCCTTA
CCTACTTCTGGGGCGGCCTTGAGCCT' "' 'TTCCGCCAACTTCAGATGTTTGACACTCCACCTCCTCCTTA
CCTACTTCTGGGGCGGCCTTGAGCCT' "' 'TTCCGCCAACTTCAGATGTTTGACACTCCACCTCCTCCTTA
CCTACTTTTGGGGGGGGCTTGAACCT ' "' 'TTCCGCCAACTGCAGATGTTTGACACTCCACCTCCACCTTA
CCTACTTTTGGGGGGGGCTTGAACCC' " '"TTCCGCCTACTGCAGATGTTTGACACTCCACCTCCACCTTA
CCTACTTTTGGGGGGGGCTTGAACCC' " '"TTCCGCCTACTGCAGAAGTTTGACACTCCACCTCCACCTTA
'TTTTTTCTGGAGCGGTCTGACGCCGACGCTCGGTCAACTCCAAATCTTTGACACCCCGCCGCCACCGTA

TAACAATTACTTTAAACTTTGCTTGTTGCTTTTAGCTTATTCAGGCTTAGTTTCTTGT " """ rrrrrtt
TAATAATTACTTTAAATTATGCTTATTACTCTTGGCTTATTCTGGCTTAGTTTCTTGTACT """ r vt
AAATAATTACTTTAAGCTTTGCCTGTTGCTTTTAGCGTATTCTGGCTTAGTTTCTTGTGCGAACGATAAT
AAATAATTACTTTAAGCTTTGCCTGTTGCTTCTAGCGTATTCTGGCTTAGTTTCTTGT """ """ '!
AAATAATTACTTTAAGCTTTGCCTGTTGCTTCTAGCGTATTCTGGCTTAGTTTCTTGT """ """ " " 'GAT
CAATAATTACTTTAAACTTTGCTTATTGCTTTTAGCTTATTCGGCATTAGTTTCTTGTGATGAT " """ !
TAACAATTACTTTAAGCTTTGTCTGCTGCTTTTAGCTTACTCAGGCTTAGTTTCTTGTGAT """ """ '!
TAACAATTATTTCAAGCTTTGCTTGCTACTTTTGGCATATTCTGGCTTGGTTTCTTGTGCCACCTCAGAA
TAACAATTACTTTAAACTTTGCTTATTGCTTTTAGCTTATTCAGGCTTAGTTTCTTGTAAT """ 1!
TAATAATTACTTTAAGCTTTGCCTATTGCTTTTGGCGTATTCTGGCTTAGTTTCTTGTGATTCT " ' "ACA
AAACAATTACTTCAAGCTGTGTTTACTGCTTTTAGCGTATTCTGCCTTGGTTTCCTGT """ """ " "CAA

Figure S1. Multiple sequence alignment showing the example of variation in
genomics of hepaciviruses in bovine, humans, and equine.
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