Supplementary figure S5. Phylogenetic analysis of the putative replication-associated proteins (Rep) of canine associated
cyclovirus CN9E, CN16E and CN34 with those of other cycloviruses. The virus name/source (detected in animal
species)/country are shown for the ‘CN’ sequences, while the species, or virus name (isolate)/source (detected in animal
species)/country/GenBank accession number have been mentioned for the other cyclovirus sequences. The tree was created by
the maximum likelihood (ML) method, with the LG model of substitution and 1000 bootstrap replicates. Circovirus putative
Rep sequences constituted the outgroup. Scale bar, 2 substitutions per amino acid. Bootstrap values of < 80 are not shown.
CNOIE, CN16E, and CN34 is shown with a black, red, and blue circle, respectively. AntACyV: ant associated cylcovirus;
BatACyV: bat associated cyclovirus; BoACyV: bovine associated cyclovirus; CapyACyV: capybara associated cyclovirus;
ChickACyV: chicken associated cyclovirus; ChimpACyV: chimpanzee associated cyclovirus; CroACyV: cockroach associated
cyclovirus; CyV: cyclovirus; DfFACyV: dragonfly associated cycovirus; DuACyV: duck associated cyclovirus; FeACyV: feline
associated cyclovirus; FiACyV: Fish associated cyclovirus; GoACyV: goat associated cyclovirus; HoACyV: horse associated
cyclovirus; HuACyV: human associated cyclovirus; MoACyV: mouse associated cyclovirus; PffACyV: Pacific flying fox
associated cyclovirus; RoACyV: rodent associated cyclovirus; SpACyV: spider associated cyclovirus; SqACyV: squirrel
associated cyclovirus.

» CyV-LysokaP4/Bat/ CMR/MG693174
CyV-LimbeP14/Bat’'CMRMG693173
Neoromicia/1968 1/RSA/Bat/ZAFMF 593272
Mon-20/Mongoose/ KNAMZ 382573
»l Mon-24/Mongoose/ KNAMZ 382574
HUACyVS (PK5034 yHuman/PAK/NC 038415
BatACyV10 (POA/2012/VI)/Bat/BRA/KM 382270
BatACyVé (BtRp-CV-3/GD2012yBat/CHN/NC 038396
»1BatACyVS (BtRp-CV-3/GD2012)yBat/CHN/KJ641712
» DFACYV2 (FL3-8E-2010)/Dragonfly/USA/JX 185423
_'l DfACyV2 (FL1-NZ38-2010)/Dragonfly/USA/JX185422
AntACyV1 (KY 11338b D1 CN)/Ant/USAMH5455611
BatACyV11 (BtMspp.-CV/GD2012)/Bat/CHN/KJ641717
DfACyV8 (AU-DFB007B-2012)Dragonfly/AUS/KC 512920
- HUACyV1 (PK5510)/Human/PAK/G Q404847
ChimpACyV1 (Chimp11)/Chimpanzee/Africa/GQ404849
HUACyV10 (7078A)Human/CHL/KF726984
Mon-32Mongoose/KNA/MZ 382572
GoACyV1 (PKgoat11)/GoatPAK/HQ7 38636
HUACyV11 (SL-108277)/Human/LKA/KJ831064
b~ ROACyV2 (RtRs-CV/YN2013)Rodent/ CHN/KY 370026
ChickACyV1 (NGchicken8)/Chicken/NGA/HQ738643
DfACyV7 (NZ-DFN23-2011)Dragonfly/NZL/KC512919
HUACyV2 (PK5006 yHuman/PAK/GQ404844
HUACyV3 (PK5222)/Human/PAK/NC 038413
»1CyV PK6197/Human/ PAK/GQ404848
BatACyV2 (YN-BtCV-2)/Bat/CHN/JF938079
BatACyV1 (GF-4c)Bat/USA/HM228874
BatACyV3 (YN-BICV-4)/Bat/CHN/JF 938081
BatACyV5 (CyCV-TBYBat/USA/HQ738637
- DfACyVS (PR-6E-2010)/Dragonfly/PRIJJ X 185426
HUACyV6 (NG12)yHuman/NGA/GQ404854
BatACyV8 (BtRp-CV-52/GD2012)/Bat/ICHN/KJ641715
BatACyV9 (BtTp-CV-2/GX2012)/Bat/CHN/KJ641720
EACyV‘ (US-DFKWG X-2012)/Dragonfly U SA/KKC512916

DfACyV1 (TO-DFpB1-2010)Dragonfly/ TONAJX185419

DfACyV6 (US-DFKWGX-2012)Dragonfly USAKC512918
»L SqACyV1 (JP-NUBS-2014)/Squirrel/JPN/LC018134
&BCQACyVC (YN-BICV-5)/Bat/CHN/JF938082

DICyV (FZ3)Dragonfly/CHN/MG779479
BatACyV13 (BtPa-CV-2/NX2013)/Bat/CHN/KJ641728
HUACyV7 (NG14)/Human/NGA/G Q404855

BatACyV12 (POA/2012/ll)/Bat/BRA/KM382269

FeACyV1/Cat/lUSAKMO17740
ROACYV1 (RERI-CV-2/YN2013)Rodent/CHN/KY370028
CyV ZM62/Shrew/ZM B/AB937987
HUACYVS (hcf2)/Human/VNM/KF031466
BoACyV1 (PKbeef23)/Cow/PAK/HQ738634
HUACYV4 (TN25)/Human/TUN/NC 038414
PIfACYV3 (Tbat H 103923)/Bat' TON/K T732788
BatACyV16 (Tbat K 103923YBat/TON/NC 038404
PIfACYV3 (Tbat A 103923)/Bat/ TON/KT732789
| HUACyV9 (V$5700009)/HumanMWI/KC771281
Mon-62/M ongoose/KNA/MZ382577
Ll Mon-58M ongoose/KNAMZ382575
Mon-60 M ongoose/KNA/MZ382576
o Qcmwooqmuh,

@ CN34/Dog/KNA
CapyACyV (Cap1 365)/Capybara/BRAMK947371

@ CNIEDOog/KNA ;h’

DIACYVS3 (FL2-5E-2010)/Dragonfly/USA/JX 185424

FIACyV (ctga228)/Minnow/USA/MH616860
-| [ SpACyV1 (BC I1647E H3)/Spider/lCAN/MH545516

BatACyV14 (Tbat H 103699)/Bat TON/KT732785
»L. BatACyV15 (Tbat H 88317 )/Bat/ TON/KT732786
—— HUACyC12 (IECSF08)/Human/AND/KU 053483

1 » — BatACyV7 (BtRI-CV-24/YN2010)/Bat/CHN/KJ641740
| E MoACyV1 (Cyclo-sf1)/Mouse/USA/KT878836

DuACyV1 (DUACYV-1/1)Duck HUN/KY 851116
HoACyV1 (Equ1)Horse/USA/KR902499
e Circovirus putative Rep sequences




