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Figure S1. Characterization of rEDIII proteins by using mass spectrometry. (A) The 30 kDa protein. (B) The 16.7

Protein sequence coverage: 84%
Matched peptides shown in bold red.

1 KGMIYPMCSN TFSLVINPTD TGHGTVVVEL SYAGTDGPCR VPISMSADLN
51 DMTPVGRLIT VNPYVSTSST GAKIMVEVEP PFGDSFILVG SGKGQIRYQW
101 HRSGSTIGK

Protein sequence coverage: 100%
Matched peptides shown in bold red.

1 KGMTYPMCSN TFSLVKNPTD TGHGIVVVEL SYAGTDGPCR VPISMSADLN
51 DMTPVGRLIT VNPYVSTSST GAKIMVEVEP PFGDSFILVG SGKGQIRYQW
101 BRSGSTIGK

Protein sequence coverage: 92%
Matched peptides shown in bold red.

1 KGMTYPMCSN TFSLVKNPTD TGHGTVVVEL SYAGTDGPCR VPISMSADLN
51 DMTPVGRLIT VNPYVSTSST GAKIMVEVEP PFGDSFILVG SGKGQIRYQW
101 HRSGSTIGK

kDa protein. (C) The 15.8 kDa protein.




