
 

Table 1: Primer sequences and description of the genomic region targeted for qPCR. 

Primer Sequence Description 
SeIV-1q F: 5’- TGTGAAGTTAGACACGCATGGAA-3’ 

R: 5’-CGACTTGTGCTACTCTCTTCATCAA-3’ 
Amplifies a 97-bp fragment 
in the RNA-dependent 
RNA polymerase (RdRp) 
region from SeIV-1. 

SeIV-2q F :5’-CCGCTCGCTTATTGAAACGT-3’ 
R: 5’-CATGAGACAGCTGGAATTGGAA-3’ 

Amplifies a 78-bp fragment 
in the RNA-dependent 
RNA polymerase (RdRp) 
region from SeIV-2. 

qATPsynthase  F: 5’-GTTGCTGGTCTGGTGGGATT-3’ 
R: 5’-AGGCCTCAGACACCATTGAAA-3’ 

Amplifies a 72-bp fragment 
in ATP-synthase subunit C 
gene from S. exigua. 
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