
 
 
 
 

 
 
Figure S3. Accumulation of the egfp deletant genomes in individual honey bee pupae. (A) 
Average copy numbers for the differences between DWV and GFP loads (Log10(DWV) -
Log10(GFP)  calculated for individual pupa in  the treatment groups are shown as grey graphs, 
the error bars show ± standard deviation (SD). Treatments are shown below the graphs. 
Inocula: PBS -  phosphate buffered saline; “Transcript”, in vitro RNA transcript; Extract, filtered 
extract from the pupae infected with the corresponding  RNA transcript. Red letters above 
the bars indicate significantly groups (ANOVA, P < 0.05).  (B) Statistical significance of the 
Log10(DWV) - Log10(GFP) differences between the treatment groups. P-values,  ANOVA 
analysis. Non-significant  (P>0.05%, ANOVA) are highlighted.  
  


