Supplementary File 6. Ligand binding sites mapped on the sequence of wNspl4 protein aligned with the closest
homologs found in UniProt.
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6347
6324
6324
6324
6324
6324
6324
6318
6322
6330
6319
6319
6126

6407
6384
6384
6384
6384
6384
6384
6378
6382
6390
6379
6379
6186



QHN73794

SP
TR
TR
TR
TR
TR
SP
SP
SP
TR
TR
TR
TR
TR
SP
TR
TR
SP
TR
SP
SP

POC6X7
Q6UZF5
Q6UZF1
Q6JH48
Q692E6

AOAOK1YZY7|AOAOK1YZY7 CVHSA

POC6W2
POC6W6
POC6V9

AOAOULWHI4 |AOAQUIWHI4 CVHSA
AOAOU1WHGO | AOAOUIWHGO_CVHSA
AOA166ZL34 |A0A166ZL34_9NIDO

R9QTB2
R9QTH2
POC6U8
Q6JH47
Q692E5
POC6F8

AOAOK1ZON1|AOAOK1ZON1_CVHSA

R1AB_CVHSA

Q6UZF5_CVHSA
Q6UZF1_CVHSA
06JH48_CVHSA
Q692E6_CVHSA

R1AB BCHK3
R1AB BCRP3
R1AB BC279

R9QTB2_CVHSA
RY9QTH2_ CVHSA
R1A_CVHSA
Q6JH47_CVHSA
Q692E5_CVHSA
R1A_BCHK3

POC6F5|R1A_BC279
POC6T7 |R1A_BCRP3

VCRHHANEYRLYLDAYNMMISAGFSLWVYKQFDTYNLWNTFTRLQSLENVAFNVVNKGHF
VCRHHANEYRQYLDAYNMMISAGFSLWIYKQFDTYNLWNTFTRLOQSLENVAYNVVNKGHF
VCRHHANEYRQYLDAYNMMISAGFSLWIYKQFDTYNLWNTFTRLQSLENVAYNVVNKGHF
VCRHHANEYRQYLDAYNMMISAGFSLWIYKQFDTYNLWNTFTRLOSLENVAYNVVNKGHF
VCRHHANEYRQYLDAYNMMISAGFSLWIYKQFDTYNLWNTFTRLQSLENVAYNVVNKGHF
VCRHHANEYRQYLDAYNMMISAGFSLWIYKQFDTYNLWNTFTRLQSLENVAYNVVNKGHF
VCRHHANEYRQYLDAYNMMISAGFSLWIYKQFDTYNLWNTFTRLOQSLENVAYNVVNKGHF
VCRHHANEYRQYLDAYNMMISAGFSLWIYKQFDTYNLWNTFTKLQSLENVAYNVVNKGHF
VCRHHANEYRQYLDAYNMMISAGFSLWIYKQFDTYNLWNTFTRLOQSLENVAYNVVNKGHF
VCRRHANEYRQYLDAYNMMISAGFSLWIYKQFDTYNLWNTFTRLQSLENVAYNVVNKGHF
VCRHHANEYRQYLDAYNMMISAGFSLWIYKQFDTYNLWNTFTRLOQSLENVAYNVINKGHF
VCRHHANEYRQYLDAYNMMISAGFSLWIYKQFDTYNLWNTFTRLOSLENVAYNVINKGHF
VCRHHANEYRQYLDAYNMMISAGFSLWIYKQFDTYNLWNTFTRLOQSLENVAYNVINKGHF

6467
6444
6444
6444
6444
6444
6444
6438
6442
6450
6439
6439
6246





