Supplementary File 9. Host-viral protein binding sites mapped

with the closest homologs found in UniProt.

Host-virus Interaction Protein

Binding Sites:

wNsp3_domain5-UBC-4MM3

QHN73794

SP|POC6X7|R1AB_CVHSA
TR|IQ6UZF5|Q6UZF5 CVHSA
TR|IQ6UZF1|Q6UZF1 CVHSA
TR|IQ6JH48 | Q6JH48 CVHSA
TRIQ692E6|Q692E6 CVHSA
TR|IAOAOK1YZY7|AOAQOKL1YZY7 CVHSA
SP|POC6W2 |R1AB BCHK3
SP|POC6W6 |R1IAB BCRP3
SP|POC6VI|R1AB BC279
TR|AOAOU1WHI4|AOAQUIWHI4 CVHSA
TR|AOAOU1WHGO | AOAQUIWHGO CVHSA
TR|IAOA166ZL34|A0A166ZL34 9NIDO
TR|IR9QTB2 |R9QTB2 CVHSA
TR|IR9QTH2 |R9QTH2 CVHSA
SP|POC6U8 |R1A CVHSA
TR|IQ6JH47|Q6JH47 CVHSA
TRIQ692E5[Q692E5 CVHSA
SP|POC6F8|R1A BCHK3
TR|IAOAOK1ZON1|AOAOK1ZON1 CVHSA
SP|POC6F5|R1A BC279
SP|POC6T7|R1A BCRP3

QHN73794

SP|POC6X7|R1AB_CVHSA
TR|IQ6UZF5|Q6UZFS5 CVHSA
TR|IQ6UZF1|Q6UZF1 CVHSA
TR|IQ6JH48 | Q6JH48 CVHSA
TRIQ692E6|Q692E6 CVHSA
TR|IAOAOK1YZY7|AOAQOKLYZY7 CVHSA
SP|POC6W2 |R1AB BCHK3
SP|POC6W6 |R1IAB BCRP3
SP|POC6VI|R1AB BC279
TR|AOAOU1WHI4|AOAQUIWHI4 CVHSA
TR|AOAOU1WHGO | AOAQUIWHGO CVHSA
TR|AOA166ZL34|A0A166ZL34 9NIDO
TR|IR9QTB2 |R9QTB2 CVHSA
TRIR9QTH2 |[R9QTH2 CVHSA
SP|POC6U8 |R1A CVHSA
TR|IQ6JH47|Q6JH47 CVHSA
TRIQ692E5[Q692E5 CVHSA
SP|POC6F8|R1A BCHK3
TR|AOAOK1ZON1|AOAOK1ZON1 CVHSA
SP|POC6F5|R1A BC279
SP|POC6T7|R1A BCRP3

QHN73794

SP|POC6X7|R1AB_CVHSA
TR|IQ6UZF5|Q6UZF5 CVHSA
TR|IQ6UZF1|Q6UZF1 CVHSA
TR|Q6JH48 | Q6JH48 CVHSA
TRIQ692E6|Q692E6 CVHSA
TR|IAOAOK1YZY7|AOAQOKLYZY7 CVHSA
SP|POC6W2 |R1AB BCHK3
SP|POC6W6 |R1IAB BCRP3
SP|POC6VI|R1AB BC279
TR|AOAOU1WHI4|AOAQUIWHI4 CVHSA
TR|AOAOU1WHGO | AOAQUIWHGO CVHSA
TR|IAOA166ZL34|A0A166ZL34 9NIDO
TR|IR9QTB2 |R9QTB2 CVHSA
TR|IR9QTH2 |[R9QTH2 CVHSA
SP|POC6U8 |R1A CVHSA
TR|IQ6JH47|Q6JH47 CVHSA
TRIQ692E5|Q692E5 CVHSA

KPHNSHEGKTEFYVLPNDDTLRVEAFEYYHTTDPSFLGRYMSALNHTKKWKYPQVNGLTST
KPHVNHEGKTFEFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTSTI
KPHVNHEGKTFEFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTST
KPHVNHEGKTFEFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTSTI
KPHVNHEGKTFEFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTST
KPHVNHEGKTFEFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTSTI
KPHVNHEGKTFYVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTSTI
KPHVNHEGKTFEFVLPSDDTLRSEAFEYYHTIDESFLGRYMSALNHTKKWKFPQVGGLTST
KPHVNHEGKTFFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTST
KPHAKHEGKTFFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKEPQIGGLTSI
KPHVNHEGKTFFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALSHTKKWKFPQVGGLTST
KPHVNHEGKTFFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTSTI
KPHVNHEGKTFEFVLPSDDTLRSEAFGYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTST
KPHVNHEGKTFEFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALSHTKKWKFPQVGGLTST
KPHVNHEGKTFEFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTST
KPHVNHEGKTFEFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTSTI
KPHVNHEGKTFEFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTSTI
KPHVNHEGKTFEFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTSTI
KPHVNHEGKTFEFVLPSDDTLRSEAFEYYHTIDESFLGRYMSALNHTKKWKFPQVGGLTST
KPHVNHEGKTFYVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTSI
KPHAKHEGKTFEFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQIGGLTST
KPHVNHEGKTFEFVLPSDDTLRSEAFEYYHTLDESFLGRYMSALNHTKKWKFPQVGGLTST

* K Kk KAXKKKAK e KAKX KAXAKXKAKX KAAKX KAAXKX X KAAXXKXAAAXAXAKX AAAAAK e kX e KAAXKAK

KWADNNCYLATALLTLOQQIELKFNPPALQDAYYRARAGEAANFCALILAYCNKTVGELGD
KWADNNCYLSSVLLALQQLEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQLEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQLEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQLEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQLEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQIEVKEFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQVEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQIEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQIEVKFNAPALQEAYYRARAGDAANFCALILAYSNRTVGELGD
KWADNNCYLSSVLLALQQIEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQIEVKFNAPALQEAYYRARAGEAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQIEVKFNAPALQEAYYRARAGDAANFCALTLAYSNKTVGDLGD
KWADNNCYLSSVLLALQQIEVKFNAPALQEAYYRARAGDAANFCALILAYSYKTVGELGD
KWADNNCYLSSVLLALQQIEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQLEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQLEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQLEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQVEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQIEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD
KWADNNCYLSSVLLALQQIEVKEFNAPALQEAYYRARAGDAANFCALILAYSNRTVGELGD
KWADNNCYLSSVLLALQQIEVKFNAPALQEAYYRARAGDAANFCALILAYSNKTVGELGD

KAKKKAKAKAKAK e o KAKeXAXAKeKe XXX KAAAK e AXAKXKAAKAAK e AAXXA XXX K Kh % e KKK o KKK

VRETMSYLFQHANLDSCKRVLNVVCKTCGQQQTTLKGVEAVMYMGTLSYEQFKKGVQIPC
VRETMTHLLQHANLESAKRVLNVVCKHCGQKTTTLTGVEAVMYMGTLSYDNLKTGVSIPC
VRETMTHLLQHANLESAKRVLNVVCKHCGQKTTTLTGVEAVMYMGTLSYDNLKTGVSIPC
VRETMTHLLQHANLESAKRVLNVVCKHCGQKTTTLTGVEAVMYMGTLSYDNLKTGVSIPC
VRETMTHLLQHANLESAKRVLNVVCKHCGQKTTTLTGVEAVMYMGTLSYDNLKTGVSIPC
VRETMTHLLQHANLESAKRVLNVVCKHCGQKTTTLTGVEAVMYMGTLSYDNLKTGVSIPC
VRETMTHLLQHANLESAKRVLNVVCKHCGQKTTTLTGVEAVMYMGTLSYDNLKTGVSIPC
VRETMTHLLQHANLESAKRVLNVVCKHCGQKTTTLKGVEAVMYMGTLSYDELKTGVSIPC
VRETMTHLLQHANLESAKRVLNVVCKHCGQKTTTLTGVEAVMYMGTLSYDNLKMGVSIPC
VRETMTHLLQHANLESAKRVLNVVCKTCGQKSTTLTGVEAVMYMGTLSYEELKTGVTIPC
VRETMTHLLQHANLEFAKRVLNLVCKHCGQKTTTLTGVEAVMYMGTLSYDELKTGVSIPC
VRETMTHLLQHANLEFAKRVLNLVCKHCGQKTTTLTGVEAVMYMGTLSYDELKTGVSIPC
VRETMTHLLOHANLEFAKRVLNLVCKHCGOKTTTLTGVEAVMYMGTLSYDELKTGVSIPC
VRETMTHLLQHANLESAKRVLNVVCKHCGQKTTTLTGVEAVMYMGTLSYDELKTGVSIPC
VRETMAHLLQHANLESAKRVLNVVCKHCGQKTTTLTGVEAVMYMGTLSYDNLKTGVSVPC
VRETMTHLLQHANLESAKRVLNVVCKHCGQKTTTLTGVEAVMYMGTLSYDNLKTGVSIPC
VRETMTHLLOHANLESAKRVLNVVCKHCGOKTTTLTGVEAVMYMGTLSYDNLKTGVSIPC
VRETMTHLLOHANLESAKRVLNVVCKHCGOKTTTLTGVEAVMYMGTLSYDNLKTGVSIPC

on the sequences of wNsp3 protein aligned
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SP|POC6F8|R1A BCHK3

TR|AOAOK1ZON1|AOAOK1ZON1 CVHSA

SP|POC6F5|R1A BC279
SP|POC6T7|R1A BCRP3

QHN73794
SP|POC6X7|R1AB_CVHSA
TR|IQ6UZF5|Q6UZF5 CVHSA
TR|IQ6UZF1|Q6UZF1 CVHSA
TR|IQ6JH48 |Q6JH48 CVHSA
TRIQ692E6|Q692E6 CVHSA

TR|IAOAOK1YZY7|AOAQOKLYZY7 CVHSA

SP|POC6W2 |R1AB BCHK3
SP|POC6W6 |R1IAB BCRP3
SP|POC6VI|R1AB BC279

TR|IAOAOU1WHI4|AOAQUIWHI4 CVHSA
TR|AOAOU1WHGO | AOAQUIWHGO CVHSA
TR|IAOA166ZL34|A0A166ZL34 9NIDO

TR|IR9QTB2 |R9QTB2 CVHSA
TR|IR9QTH2 |[R9QTH2 CVHSA
SP|POC6U8 |R1A CVHSA
TR|IQ6JH47|Q6JH47 CVHSA
TRIQ692E5[Q692E5 CVHSA
SP|POC6F8|R1A BCHK3

TR|AOAOK1ZON1|AOAOK1ZON1 CVHSA

SP|POC6F5|R1A BC279
SP|POC6T7|R1A BCRP3

QHN73794
SP|POC6X7|R1AB_CVHSA
TR|IQ6UZF5|Q6UZF5 CVHSA
TR|IQ6UZF1|Q6UZF1 CVHSA
TR|IQ6JH48 |Q6JH48 CVHSA
TRIQ692E6|Q692E6 CVHSA

TR|IAOAOK1YZY7|AOAQOKLYZY7 CVHSA

SP|POC6W2 |R1AB_BCHK3
SP|POC6W6 |R1IAB BCRP3
SP|POC6VI|R1AB BC279

TR|IAOAOU1WHI4|AOAQUIWHI4 CVHSA
TR|AOAOU1WHGO | AOAQUIWHGO CVHSA
TR|IAOA166ZL34|A0A166ZL34 9NIDO

TR|IR9QTB2 |R9QTB2 CVHSA
TR|IR9QTH2 |[R9QTH2 CVHSA
SP|POC6U8 |R1A CVHSA
TR|IQ6JH47|Q6JH47 CVHSA
TRIQ692E5|Q692E5 CVHSA
SP|POC6F8|R1A BCHK3

TR|AOAOK1ZON1|AOAOK1ZON1 CVHSA

SP|POC6F5|R1A BC279
SP|POC6T7|R1A BCRP3

VRETMTHLLOQHANLESAKRVLNVVCKHCGQKTTTLKGVEAVMYMGTLSYDELKTGVSIPC
VRETMTHLLOQHANLESAKRVLNVVCKHCGQKTTTLTGVEAVMYMGTLSYDNLKTGVSIPC
VRETMTHLLOQHANLESAKRVLNVVCKTCGQKSTTLTGVEAVMYMGTLSYEELKTGVTIPC
VRETMTHLLOQHANLESAKRVLNVVCKHCGQKTTTLTGVEAVMYMGTLSYDNLKMGVSIPC

KAXKKK e o K e KAKKK o KAXKXKAK e AAKX KAAKe KAAK AAXAAXAKAAAAAAXA KX e o ok KXk o kK

TCGKQATKYLVQQESPFVMMSAPPAQYELKHGTFTCASEYTGNYQCGHYKHITSKETLYC
VCGRDATQYLVQQESSEFVMMSAPPAEYKLOQOQGTFLCANEYTGNYQCGHYTHITAKETLYR
VCGRDATQYLVQQESSEFVMMSAPPAEYKLOQOQGTFLCANEYTGNYQCGHYTHITAKETLYR
VCGRDATQYLVQQESSEFVMMSAPPAEYKLOQQGTFLCANEYTGNYQCGHYTHITAKETLYR
VCGRDATQYLVQQESSEFVMMSAPPAEYKLOQOQGTFLCANEYTGNYQCGHYTHITAKETLYR
VCGRDATQYLVQQESSEFVMMSAPPAEYKLOQGTFLCANEYTGNYQCGHYTHITAKETLYR
VCGRDATQYLIQQESSEFVMMSAPPAEYKLOQQGTFLCANEYTGNYQCGHYTHVTAKETLYR
VCGRNATQYLVQQESSEFVMMSAPPAEYKLOQGAFLCANEYTGNYQCGHYTHITAKETLYR
VCGRDATQYLVQQOESSEFVMMSAPPAEYKLOQGTFLCANEYTGNYQCGHYTHITAKETLYR
ICGRDATQYLVQQESSFVMMSAPPSEYTLQQGAFLCANEYTGSYQCGHYTHVTVKETLYR
VCGRGATQYLVQQESSEFVMMSAPPAEYKLOQGTFLCANEYTGNYQCGHYTHITAKETLYR
VCGRDATQYLVQQESSEFVMMSAPPAEYKLOQQSTFLCANEYTGNYQCGHYTHITAKETLYR
VCGRDATQYLVQQESSEFVMMSAPPAEYKLOQGTFLCANEYTGNYQCGHYTHITAKETLYH
VCGRNATQYLVQQESSEFVMMSAPPAEYKLOQOQGTFLCANEYTGNYQCGHYTHITAKETLYR
VCGRDATQYLVQQESSEFVMMSAPPAEYKLOQOGTFLCANEYTGNYQCGHYTHITAKETLYR
VCGRDATQYLVQQESSEFVMMSAPPAEYKLOQGTFLCANEYTGNYQCGHYTHITAKETLYR
VCGRDATQYLVQQESSEFVMMSAPPAEYKLOQQGTFLCANEYTGNYQCGHYTHITAKETLYR
VCGRDATQYLVQQESSEFVMMSAPPAEYKLOQOQGTFLCANEYTGNYQCGHYTHITAKETLYR
VCGRNATQYLVQQOESSEFVMMSAPPAEYKLOQGAFLCANEYTGNYQCGHYTHITAKETLYR
VCGRDATQYLIQQESSEFVMMSAPPAEYKLOQOQGTFLCANEYTGNYQCGHYTHVTAKETLYR
ICGRDATQYLVQQESSFVMMSAPPSEYTLQQGAFLCANEYTGSYQCGHYTHVTVKETLYR
VCGRDATQYLVQQESSEFVMMSAPPAEYKLOQOQGTFLCANEYTGNYQCGHYTHITAKETLYR

KKe KKeAKeXAXAKX AAKXAKAKAKAK e ok Koo ek kk kkkk khkkkkk kek kkkkk

IDGALLTKSSEYKGPITDVEFYKENSYTTTIKPVTYKLDGVVCTEIDPKLDNYYKKDNSYF
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
VDGAHLTKMSEYKGPVTDVFYKETSYTTAIKPVSYKLDGVTYTEIEPKLDGYYKKGNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
IDGAYLTKMSEYKGPVTDVEYKEISYTTTIKPVSYKLDGVIYTEIQPKLDEYYKKDNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAY -
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
VDGAHLTKMSEYKGPVTDVFYKETSYTTAIKPVSYKLDGVTYTEIEPKLDGYYKKGNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY
IDGAYLTKMSEYKGPVTDVEYKEISYTTTIKPVSYKLDGVIYTEIQPKLDEYYKKDNAYY
IDGAHLTKMSEYKGPVTDVEYKETSYTTTIKPVSYKLDGVTYTEIEPKLDGYYKKDNAYY

ekkk Kkkhkk Kkhkkhkkhkkhkkokhkhkhkhkhkhkh K khkhkhkoekhkkhkhkoehkhkkhkhkh*k KKK e kXXX KAXKX Kok
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