
 
 
Figure S1. Fraction of mutations in the observed sequences of the structural proteins of the three coronaviruses. 
Mutation is defined here as an amino acid difference from the reference sequence of the respective coronavirus; 
accession IDs: NC_045512.2 (2019-nCoV), NC_004718.3 (SARS-CoV), and NC_019843.3 (MERS-CoV). 
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