
 
 

 
 
Figure S2. Location of identified T cell epitopes on the SARS-CoV S protein structure (PDB ID: 5XLR). 
Residues of the SARS-CoV-derived T cell epitopes (determined using positive MHC binding assays 
and that were identical in SARS-CoV-2) are shown in red color. The dark and light shade reflect the 
surface and buried residues, respectively. The 3 overlapping epitopes (GYQPYRVVVL, QPYRVVVLSF, 
PYRVVVLSF) that lie within the SARS-CoV receptor-binding motif are indicated by the dashed circle. 
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