Alpha—10, HPV6 1.5 1.0 0.5 0.0

X00203|HPV6|A| m A
H B1
Hm B2
— FR751337|HPV6|B1| m B3
L | NS2013148 HPV6
] L | NS3785675 HPV6
FR751328|HPV6|B2|
— L41216|HPV6|B3|
— LNS7630141 HPV6
0.002 L [ NS4390133 HPV6
Complete Genome Tree Percent Difference (%)
Alpha—6, HPV30
X74474|HPV30|A1| o
m A2
m A3
KF436840|HPV30|A4| m A

£ KF436841|HPV30|A5|
KF436842|HPV30|A2|
[ LNS6893423 HPV30

KF436844|HPV30|A3)|
|; LNS0328678 HPV30

KF436850|HPV/30|B]|

0.002
Complete Genome Tree Percent Difference (%)



Alpha—10, HPV44

U31788|HPV44|A1|

HW350061|HPV44|

LNS9001577 HPV44

KU298898|HPV44)|

KU298900|HPV44|

-LNS8643648 HPV44

— KU298899|HPV44|B]|

—0.002

U31791|HPV44|

LNS3830231 HPV44

Complete Genome Tree

Alpha—6, HPV53

r X74482|HPV53|A|
LNS3618728 HPV53
— LNS4679032 HPV53
- LNS0937074 HPV53
| LNS3972965 HPVS53
LNS2720744 HPV53

- LNS8369980 HPV53
LNS5040561 HPV53
[{ LNS6234539 HPV53
LNS0113695 HPV53
LNS0630100 HPV53

- LNS5357810 HPV53
_I LNS9024319 HPV53

LNS0838993 HPV53
— LNS9504814 HPV53

—0.002

Complete Genome Tree

KF436818|HPV53|B|
— EF546477|HPV53|C|
LNS7454810 HPV53
| LNS0177608 HPV53
LNS2524892 HPV53
L | NS3830231 HPV53
EF546482|HPV53|D1|
LNS8767674 HPV53
LNS5491243 HPV53
LNS9308021 HPV53
KF436823|HPV53|D2|
GQ472849|HPV53|D3|
EF546479|HPV53|D4]|

70 60 50 40 3.0 20

—/ L 4

Percent Difference (%)

Percent Difference (%)

1.0 0.0




E Alpha~7, HPV70

—— U21941|HPV70|A1|

— LNS4412578 HPV70

—— LNS8911864 HPV70

KC470287|HPV70|B]

0.002
Complete Genome Tree

F Abha=S, HPVS?2
{ABOZ7027|HPV82|A7|
KF436787|HPV82|A2|

-KF436793|HPV82|A3|

"LNS5364801 HPV82

KF436794|HPV82|B1|

LNS8643648 HPV82

L_KF444055|HPV82|B2|
AF293961|HPV82|C1]|
KF436800|HPV82|C2]

KF436801|HPV82|C3|

KF436803|HPV82|C)|
—0.002 LKF436802|HPV82| C4|

Complete Genome Tree

2.0

1.5 1.0 0.5

Percent Difference (%)

Percent Difference (%)

0.0

[
w >

A1
A2
A3
B1
B2
C1
C2
C3
C4
C5



G Alpha—3, HPVS7

AJ400628|HPV87|A1|

—— LNS5649440 HPV87

LNS7880814 HPV87

- LNS2013148 HPV87

L KU298942|HPV87|

— LNS3929176 HPV87

KU298940|HPV87]A2]

KU298941|HPV87|

0.002
Complete Genome Tree

H Alpha-3, HPV89

AF436128|HPV89|A1|

KU298943|HPV89|A2|

KU298944|HPV89|

KU298945|HPV89|

L | NS6249536 HPV89
0.002
Complete Genome Tree

1.0 0.5 0.0

_ m A1
m A2
Percent Difference (%)
1.0 0.5 0.0
- m A1
m A2

Percent Difference (%)





