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Figure S1. Frequency of HLA-DRB1* alleles in the donor cohort. (A) Frequency of HLA-DRB1* alleles
in the donor cohort. The phenotypic frequency of HLA-DRB1* alleles in the donor cohort studied here
is plot, and shown in comparison with corresponding allele frequency in a collection of over 3500
donor samples from various clinic sites around the world, to include the Americas, Asia, South Africa
and Europe. Typing was performed as described in the Methods. (B) HLA-DRB1 prediction panel
provides broad coverage. A panel of 17 HLA-DRBI alleles was selected to predict potential YFV
epitopes, as described in the Methods. The plot shows the percent of individuals in the study cohort
(dark bars) and the general population (light bars) that have allele matches for zero, one or both DRB1
haplotypes.
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Table S1. List of donors for epitope identification studies.
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Donor ID Gender Age (years) Months post-vaccination HLA-DRBI alleles
1290 Male 36 122 12:01 15:06
2026 Male 41 48 11:04 15:03
2027 Female 25 59 11:04 13:01
2028 Female 35 21 13:01 15:01
2029 Female 27 84 04:01 15:03
2031 Male 44 7 04:03 07:01
2032 Male 21 120 04:02 11:01
2033 Female 34 60 04:01 11:04
2034 Male 18 115 07:01 13:01
2035 Male 35 144 13:01 16:01
2078 Male 26 101 11:03 15:01
2222 Female 42 112 03:01 03:81
2223 Female 33 24 12:01 12:01
2224 Female 18 115 01:01 11:01
2252 Male 55 115 04:05 07:01
2257 Male 42 24 04:04 15:01
2262 Male 25 73 04:07 15:01
2263 Male 23 32 04:01 15:02
2264 Female 48 61 10:01 15:01
2265 Male 54 61 03:02 04:07
2374 Female 26 50 01:01 13:01
2388 Female 44 108 04:04 11:01
2392 Male 29 85 01:01 01:01
2395 Male 33 106 04:01 15:01
2425 Male 59 32 08:02 11:02
2452 Female 22 42 04:07 15:01
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Table S2. List of donors for YFV-CD4 MP validation

Donor ID Gender Age (years)
1711 Female 20
2223 Female 33
2227 Male 18
2267 Male 55
2389 Female 20
2421 Female 24
2454 Female 46
2550 Female 60
2584 Female 32
2701 Male 25
2733 Male 31
2928 Male 20
3111 Female 59
3147 Female 34

3156 Male 27
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Table S3. Epitopes included in the CD4 YFV-MP

Sequence Protein Start End
LGVNMVRRGVRSLSN C 11 25
VRRGVRSLSNKIKQK C 16 30
NKIKQKTKQIGNRPGPS C 25 41
GFIFFFLENILTGKKITAHL C 46 65
FFFLENILTGKKITAHL C 49 65
LTGKKITAHLKRLWK C 56 70
ITAHLKRLWKMLDPR C 61 75
KRLWKMLDPRQGLAVLRK C 66 83
DPRQGLAVLRKVKRVVASL C 73 91
QGLAVLRKVKRVVASLMRGL C 76 95
GLAVLRKVKRVVASLMRGL C 77 95
AVLRKVKRVVASLMR C 79 93
KRVVASLMRGLSSRK C 85 99
LRKVKRVVASLMRGL C 81 95
VVASLMRGLSSRKRR C 87 101
KRVVASLMRGLSSRK C 85 99
LMRGLSSRKRRSHDV C 91 105
KRVVASLMRGLSSRKRR C 85 101
RSQDVLTIQFLILGM C 101 115
LTVQFLILGMLLMTG C 106 120
LILGMLLMTGGVTLV pr 111 125
GVTLVRKNRWLLLNV pr 121 135
RKNRWLLLNVTSEDL pr 126 140
IDCWCYGVENVRVAYGK pr 182 198
ERQLQKIERWFVRNP M 236 250
KIERWFVRNPFFAVTALT M 241 258
IERWFVRNPFFAVTALTIA M 242 260
LVRNPFFAVTALTIA M 246 260
FFAVTALTIAYLVGSNMTQR M 251 270
FFAVTALTIAYLVGS M 251 265
VTALTIAYLVGSNMTQR M 254 270
NMTQRVVIALLVLAV M 266 280
VVIALLVLAVGPAYS M 271 285
LVLAVGPAYSAHCIG M 276 290
ISLETVAIDRPAEVRKV E 328 344
ARKVCYNAVLTHVKI E 341 355
GKGSIVACAKFTCAKSM E 394 410
GSIVACAKFTCAKSM E 396 410
AKFTCAKSMSLFEVD E 398 412
CAKSMSLFEVDQTKIQYVIR E 406 425
SLFEVDQTKIQYVIRAQL E 411 428
LFEVDQTKIQYVIRAQLHV E 412 430
QYVIRAQLHVGAKQE E 421 435
KTLKFDALSGSQEVEFI E 442 458
ETESWIVDRQWAQDLTL E 484 500
ESWIVDRQWAQDLTL E 486 500
RQWAQDLTLPWQSGS E 492 506
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Table S4. List of all YFV peptides identified
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Sequence Protein  Start End HLA restriction  Positive/tested Total SFC
(106 PBMCs)

1 GFIFFFLENILTGKK C 46 60 DRB1*01:01 3/3 933
2 FLENILTGKKITAHL C 51 65 DRB1%01:01 3/3 1413
3 LRKVKRVVASLMRGL C 81 95 DRB1*01:01 1/3 113
4 FVRNPFFAVTALTIA M 246 260 DRB1%01:01 1/3 307
5 FFAVTALTIAYLVGS M 251 265 DRB1*01:01 1/3 113
6 CAKFTCAKSMSLFEV E 401 415 DRB1%01:01 1/3 207
7 NNLYKLHGGHVSCRV E 556 570 DRB1*01:01 3/3 2287
8 VSCRVKLSALTLKGT E 566 580 DRB1*01:01 1/3 133
9 WSPRERLVLTLGAAM NS2A 1226 1240 DRB1*01:01 1/3 367
10 RLVLTLGAAMVEIAL NS2A 1231 1245 DRB1%01:01 1/3 167
11 GLWKYLNAVSLCILT NS2A 1251 1265 DRB1*01:01 1/3 280
12 LCILTINAVASRKAS NS2A 1261 1275 DRB1*01:01 1/3 87
13 AALHPFALLLVLAGW NS2B 1461 1475 DRB1*01:01 1/3 193
14 FALLLVLAGWLFHVR NS2B 1466 1480 DRB1*01:01 1/3 320
15 HATLTYRMLEPTRVV NS3 1751 1765 DRB1*01:01 1/3 907
16 YRMLEPTRVVNWEVI NS3 1756 1770 DRB1%01:01 1/3 847
17 AHHVCWLEASMLLDN NS3 1971 1985 DRB1*01:01 3/3 740
18 MDKGIPFMKMNISVI NS4B 2336 2350 DRB1*01:01 1/3 97
19 ALYEKKLALYLLLAL NS4B 2421 2435 DRB1*01:01 1/3 173
20 EGIVLASAALGPLIE NS4B 2451 2465 DRB1%01:01 1/3 667
21 GNTSLLWNGPMAVSM NS4B 2466 2480 DRB1*01:01 1/3 2027
22 FHERGYVKLEGRVID NS5 2571 2585 DRB1*01:01 1/3 347
23 FIAKVRSHAAIGAYL NS5 2906 2920 DRB1*01:01 1/3 387
24 IWYMWLGARYLEFEA NS5 2981 2995 DRB1%*01:01 1/3 737
25 LCGSLIGMTNRATWA NS5 3356 3370 DRB1*01:01 1/3 87
26 GTVVMQVKVSKGAPC E 601 615 DRB1*03:01 1/2 93
27 RIPVIVADDLTAAIN E 616 630 DRB1*03:01 12 93
28 VVVQDPKNVYQRGTH NS1 866 880 DRB1*03:01 2/2 267
29 FTTRVYMDAVFEYTI NS1 941 955 DRB1*03:01 12 133
30 GHDWILADKRPTAWEF NS3 1836 1850 DRB1*03:01 12 293
31 MRLRDDQRKVFRELV NS3 2011 2025 DRB1*03:01 12 140
32 EEHEILNDSGETVKC NS3 2056 2070 DRB1*03:01 1/2 393
33 QQRSIQDNQVAYLII NS4B 2231 2245 DRB1*03:01 12 93
34 YLGYVIRDLAAMDGG NS5 3021 3035 DRB1*03:01 12 193
35 GFIFFFLENILTGKK C 46 60 DRB1*04:01 2/5 893
36 RIPVIVADDLTAAIN E 616 630 DRB1*04:01 1/5 280
37 LIWVGINTRNMTMSM E 746 760 DRB1*04:01 2/5 1207
38 LLMMLVSVAGRVDGL NS2B 1391 1405 DRB1*04:01 1/5 320
39 ILVGDNSFVSAISQT NS3 1641 1655 DRB1*04:01 2/5 487
40 NSFVSAISQTEVKEE NS3 1646 1660 DRB1*04:01 1/5 373
41 GKEELQEIPTMLKKG NS3 1661 1675 DRB1*04:01 1/5 520
42 ARRRLRTLVLAPTRV NS3 1701 1715 DRB1*04:01 1/5 620
43 RTLVLAPTRVVLSEM NS3 1706 1720 DRB1*04:01 1/5 473
44 KEAFHGLDVKFHTQA NS3 1721 1735 DRB1*04:01 1/5 287
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