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Table 1. Allelic and genotypic frequencies in SNPs located in the TLR3 gene.

TLR3 _ DF DHF DEN
SNP GF,’\I“(‘(;A)'B) (1=100) (n=65) (DF+DHF) ~ DFvs CLYS ~ Chvs  CRvs
Genotypelallele . N (%) N (%) (n=165) N (%) DHF
rs3775291
4.96 5.31
CAn 122 (69) 139 (70) 95 (73) 234 (71) 1.19 (3.21 - 591 (3.58 -
©7- Zeg  B58- g
1.95) ) 9.75) ]
™ 56 (31) 61(30) 35(27) 96 (29)
P-value 0.48 <0.0001 <0.0001 <0.0001
CIC 23 (50) 4949 33 (50) 82 (50) 1.0 1.0 1.0 1.0
1.05 1.20 1.26 1.23
(o72) 16 (35) 41 (41) 29 (45) 70 (42) (0.55- (0.56- (0.56- (0.60-
2.01) 2.57) 2.84) 2.50)
0.45 0.67 0.30 0.52
TIT 7 (15) 10 (10) 3(5) 13 (8) (0.112- (0.23- (0.07- (0.19-
1.74) 1.99) 1.28) 1.46)
P-value 0.43 0.6 0.14 0.31
HWE (P-value) 0.62 0.81 0.36 0.85
rs6552950
0.83 0.85 0.7 (0.42 0.79
GMi 55(31) 55(28) 31(24) 86 (26) (0.5- (0.54 - _'1 17'1) (0.53 -
1.37) 1.32) ) 1.18)
AAN 123 (69) 145(72) 99 (76) 244 (74)
P-value 046 047 0.17 0.25
AIA 23(50) 53 (53) 37(57) 90 (55) 1.0 1.0 1.0 1.0
0.92 1.00 0.91 0.96
AlG 17 (37) 39(39) 25(38) 64 (39) (0.48- (0.47- (0.41- (0.48-
1.77) 2.11) 2.05) 1.95)
0.54 0.58 0.31 0.47
GIG 6 (13) 8 (8) 3(5) 11 (6) (0.13- (0.18- (0.07- (0.16-
2.16) 1.86) 1.37) 1.40)
P-value 0.66 0.64 0.28 0.41
HWE (P-value) 0.22 0.8 1 1
GP = General Population, DF = Febrile Dengue, DHF = Febrile Hemorrhagic Dengue, DEN =
Dengue, Mi = Minor Allele, An = Ancestral Allele, HWE = Hardy Weinberg Equilibrium.
Table 2. Allelic and genotypic frequencies of TLR7 SNPs (X chromosome).
DEN
TLR7 (nVS’;:PSg (n\,l\,DZF51 (nla\,l;lgs (DF+DHF)
SNP Moy NM— Oy Moy (nW=79, DF vs DHF GP vs DF GP vs DHF GP vs DEN
Genotype/allele N _030) N _049) n _(?7) nM=86)
N (%) N (%) N (%) N (%)
rs179008
Men*
i 0.46 (0.13 - 0.75 (0.27 -
Mi -
T 7 (23) 6(12) 10 (27) 16 (19) 2.65 (0.87 - 8.14) 1.53) 1.22 (701)39 2.05)
A AN 23 (77) 43 (88) 27 (73) 70 (81)
P- value 0.20 0.73 0.58
Women
TM 28 (24) 29 (28) 19 (34) 48 (30) 1.29 (0.64 - 2.6) 1.3 (0.69 - (1.65 (0.82 - 1.4 (0.81 -
2.3) 3.3) 2.4)
A AN 90 (76) 73 (72) 37 (66) 110 (70)
P-value 0.47 0.43 0.16 0.22
A/A 32 (54) 25 (49) 12 (43) 37 (47) 1.0 1.0 1.0 1.0
: 1.13 (0.53- 1.33 (0.52- 1.20 (0.60-
AIT 26 (44) 23 (45) 13 (46) 36 (46) 1.18 (0.45-3.10) 2.44) 3.41) 2.39)
TIT 1(2) 3 (6) 3(11) 6 (7) 2.08 (0.36-11.89) 3.84 (0.38- 8.00 (0.76- 5.19 (0.59-
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39.19) 84.60) 45.42)
Pvalue 0.71 0.47 0.16 0.22
HWE (P-value) _ 0.15 073 1 0.6
r$3853839
Men
. 0.52 (0.2 - 0.66 (0.27-
M -
G 20(67) 25(51)  24(65) 967 117073-426 13 092 032 5
cA 10(33) 24(49) 13 (35) 37 (43)
P-value 0.19 0.17 0.87 0.35
Women
» 123(071- 076(040- 103 (063-
Mi
G 67(57) 63(62)  28(50) 91(8)  461(032-119)  2.11) 1.44) 1.67)
cA 51(43) 39(38) 28 (50) 67 (42)

P-value 0.15 0.45 0.40 0.89
cic 11(19) 10(20)  9(32) 19(24) 220 (0677.22) 7 é%')ﬂ' L é%')53' 1.0 %41-
GIC 20(49) 19(37)  10(36) 20(37) 120043383 %% é%“’ 073 i%zs" 06l :g.)zs-
GIG 19(32) 22(43) _ 9(32) 31 (39) 10 10 10 10

P-value 0.42 0.41 0.33 0.34

AWE (Pvalue) 1 014 0.14 0.037

GP = General Population, DF = Dengue Fever, DHF = Dengue Hemorrhagic Fever, DEN = Dengue,
Mi = Minor Allele, An = Ancestral Allele, HWE = Hardy Weinberg Equilibrium.

* TLR7-rs179008, men, allele T: 0.081 (2.654 (0.865 - 8.143)).

Table 3. Allelic and genotypic frequencies in SNPs in the TLR8 gene (X chromosome).

DEN
GP DF DHF
-I-SLNRIE (nW=59, (nW=51, (nW=28, (D(E\;_D%F) DF vs GP vs DE GP vs GP vs
Genotypel/allele n¥=30) NY=49)  n¥=37) nM:_86), DHF DHF DEN
N@®%) N@®%) N (%) N 00
153764880
Men
G Mi.An 15(50) 26(53) 20 (54)  46(53)  1.04(0.4 1'13 g)d45 1'1; 8%44 1'12 2&'50
_245) C & ) - . ) T e )
A 15(50) 23(a7)  _17(46) 40 (47)
P-value 0.92 0.79 0.74 0.74
Women
- 0.8(041 1.03(0.59 0.82(0.43 0.95 (0.58
Mi, A
G MiAn 7L(60) 62(61) 31(55)  93(59)  ilonl oqum isgy 16
A 47 (40) 40(39) 25(45) 65 (41)
P-value 051 0.93 0.55 0.82
1.48 0.94 1.39 1.08
AIA 11(19) 9(18)  6(21) 15 (19) (0.40-  (0.32-  (0.40-  (0.42-
5.43) 2.73) 4.91) 2.80)
131 1.01 1.33 111
GIA 25(42) 22(43) 13(46) 35 (44) (0.46-  (0.44-  (0.48-  (0.52-
3.73) 2.32) 3.69) 2.35)
GIG 23(39) 20(39) 932 29 (37) 1.0 1.0 1.0 1.0
P-value 0.81 0.99 0.82 0.96
HWE (P-value) _ 042 __ 0.56 0.72 0.49
rs5741883
Men
T wi 4 (13) 8 (16) 5 (14) 13(15) 0.8 (0.24 1'_2‘71%%;’5 o1 (025 M2 g)7'5°’5
- 2.68) : -4.17) :
cAn 26 (87) 41(84) 32(86) 73 (8YH)
P-value 0.72 0.72 0.98 0.81
Women
T wi 16 (14) 16(16) 7 (12) 23(15)  0.7(0.29 +18(0.56 0.91(0.35 1.08(0.54

ooy  "251)  -235)  -216)
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102

can (o5 ©6(84) 49(88)  135(5)
P-value 0.59 0.65 0.84 0.81
ciC 45(76) 36(71) 21(75) 57 (72) 1.0 1.0 1.0 1.0
0.86 1.46 1.25 138
T 12(20) 14(27) 7(25) 21(27)  (0.30-  (0.60-  (0.43-  (0.61-
246)  3.54) 3.63) 3.11)
0.00 0.63 0.00 0.39
I 24 1) 0 1(1) ©00- (005 oo\ (003
NA) 71y © 4.49)
Pvalue 0.62 0.63 0.42 0.51
HWE (P-value) _ 0.27 1 1 1
rs4830805
Men
G An 18(60) 28(57) 18(49)  46(53) 0.71(03 °O9 (2‘)4;’5 063(0.23 *7° (705”3
“167) : - 167) :
AV 12(40) 21 (43) 19(51) 40 (47)
P-value 0.43 0.80 0.35 0.53
Women
GAn 62(53) 51(50) 34(61)  85(4) 15(079 099(053 1390073 1.0 (055
Sosy 153  -266)  -169)
AV 56 (47) 51(50) 22(39) 73 (46)
P-value 0.19 0.70 0.31 0.83
0.45 119 0.54 0.89
AIA 16(27) 13(25) 5(18) 18(23)  (0.12- (043  (0.15-  (0.36-
1.68)  3.28) 1.88) 2.20)
0.57 152 0.86 122
GIA 24(41) 25(49) 12(43)  37(47)  (0.20-  (0.62-  (031-  (0.55-
1.63)  3.75) 2.38) 2.69)
GIG 19(32) 13(26) 11 (39) 24 (3) 1.0 1.0 1.0 1.0
P-value 0.42 0.64 0.61 0.75
HWE (P-value) _ 0.19 1 0.69 0.65
rs1548731
Men
096 59028 0.91 (0.32
C 2480) 40(82) 306D 706y  (032- 5T 0es2r 7 EH
2.8) : -3.14) :
T Wi An 6(20) 9 (18) _ 7(19) 16 (19)
P-value 0.44 0.85 0.01 0.86
Women
102 0.86(0.42 0.88(0.37 0.86 (0.46
C 07(82) 86(84) 47(84)  13BB4) g o108 CTa0 o -1ed
2.5)
T Wi An 21(18) 16(16) 9 (16) 25 (16)
P-value 0.94 0.67 0.77 0.66
CIC 42 (71) 36(71) 19(68) 55 (70) 1.0 1.0 1.0 1.0
1.22 1.26 153 135
T 13(22) 14(27) 9(32) 23(29)  (0.45-  (0.52-  (0.56-  (0.61-
333)  3.02) 4.19) 2.98)
0.00 0.29 0.00 0.19
I 40 1) 0 1(1) ©00- (003 i, (002
NA) 273) (O 1.77)
P-value 0.6 0.4 0.14 0.17
HWE (P-value) _ 0.068 _ 0.73 1 0.68

GP = General Population, DF = Dengue Fever, DHF = Dengue Hemorrhagic Fever, DEN = Dengue,
W=Women, M=Men, Mi = Minor Allele, An = Ancestral Allelee, HWE = Hardy Weinberg
Equilibrium.

Table 4. Allelic and genotypic frequencies in SNPs in the TLR8 gene (X chromosome).

GPvs
DHF

GPvs
DEN

TLR8 GP DF
SNP (nNW=59,

DHF
(nW=28,

DEN
(DF+DHF)

DFvs

DHE GPvs DF
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Genotype/allele nM=30) (nW=51, nM=37) (nW=79,
N(%) nM=49) N (%) n¥=86)
N (%) N (%)
154830805
Men
G A 18(60) 28(57) 18(49)  46(53) 0.71(03 °59 (2%35 063(0.23 O (7%)33
L 167) : -1.67) :
AV 12(40) 21(43) 1961 40 (47)
P-value 0.43 0.80 0.35 053
Women
G A 62(53) 51(50) 34(61)  85(s4) 15(070 099053 1390073 105 (055
e -183)  -266  -L69)
AV 56 (47) 51(50) 22(39) 73 (46)
p-value 0.19 0.70 031 0.83
0.45 119 0.54 0.89
AIA 16(27) 13(25)  5(18) 18(23)  (0.12-  (043- (015  (0.36-
168)  3.28) 1.88) 2.20)
0.57 152 0.86 1.22
GIA 24(41) 25(49) 12(43)  37(47)  (0.20-  (0.62-  (031-  (0.55-
163)  3.75) 2.38) 2.69)
GIG 19(32) 13(26) 11(39) 24 (3) 1.0 1.0 1.0 1.0
P-value 0.42 0.64 0.61 0.75
HWE (P-value) 0.19 1 0.69 0.65
rs1548731
Men
096 49028 0.91 (0.32
c 2480) 4082 30 706y  (@32- 02 o0e327 %% EN
2.8) : -3.14) :
T Wi An 6(20) 9 (18) _ 7(19) 16 (19)
P-value 0.44 0.85 0.91 0.86
Women
102  0.86 (0.42 0.88 (0.37 0.86 (0.46
C 07(82) 86(84) 47(84) 133(84) o OO0 TuZ OTEST 088 O
2.5)
T Vi An 21(18) 16(16) _ 9(16) 25 (16)
P-value 0.9 0.67 0.77 0.66
CIC 42(71) 36(71) 19(68) 55 (70) 1.0 1.0 1.0 1.0
1.22 1.26 153 1.35
T 13(22) 14(27) 9(32) 23(29)  (0.45-  (0.52-  (0.56-  (0.61-
333)  3.02) 4.19) 2.98)
0.00 0.29 0.00 0.19
I a0 1) 0 1(1) 000 (003 (o0 (002
NA) 273 (© 1.77)
P-value 0.6 0.4 0.14 0.17
HWE (P-value) 0.068 __ 0.73 1 0.68

GP = General Population, DF = Dengue Fever, DHF = Dengue Hemorrhagic Fever, DEN = Dengue,

W=Women, M=Men, Mi = Minor Allele, An = Ancestral Allelee, HWE = Hardy Weinberg

Equilibrium.
Table 5. Allelic and genotypic frequencies of TLR4 SNPs.
TLR4 GP DF DHF (DII—'DJrI?)NHF)
SNP (n=89) (n=100) (n=65) (n=165) DE vs DHE GP vs DF GP vs DHF GP vs DEN
Genotype/allele N (%) N (%) N (%) N_(%)
rs4986790
i 1.57 (0.57 - 1.44 (0.46 - 1.76 (0.63 -
Mi
G 5@ 8@ 86 16 (5) 4.3) 4.49) 2.26 (0.72 — 7.1) 4.89)
An 173 192
A 97) (96) 122 (94) 314 (95)
P-value 0.37 0.52 0.15 0.27
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AA 86(97) 94 (94) 61(94) 155 (94) 1.0 1.0 1.0 1.0
AIG ) 4@ 0 42) - 3.66 (0.4-33.5) - 222 (0.24-20.17)
3.08 (0.55- 2.82 (0.50-
GIG 22 22 46 6 (4) 134 0.91 (0.13-6.64) 15.06, 1.66 (0.33-8.43)
P-value 0.054 0.44 0.27 0.62
HWE (P-value) 0.0005 0.0052 <0.0001 _ <0.0001
rs4986791
v 20 42 2@ 6(2)  1.3(0.23-7.23) 1.79(0.32-9.92) 1.37(0.19-— 1.63 (0.32 -
8.16)
9.89)
176 19
An
c oo s 128099 324(%9)
P-value 0.76 0.49 0.75 0.54
cIC 87(98) 96 (96) 63 (97) 159 (%) 1.0 1.0 1.0 1.0
cIT 20) 4@  2(03) 6(4) 0.76(0.14-4.28) 1.81 (0.32-10.14) 13;% (8%9' 1.64 (0.32-8.31)
P-value 0.75 0.49 0.75 0.53
HWE (P-value) 1 1 1 1
110759932
162 178 122 (058 - 0.79 (0.40— 0.97 (044
An —
T o (e 18O 296(0) 5 5 Lo 0 0.85 (0.46 — 1.6)
cw 16(9) 22(11) 12(9) _ 34(10)
P-value 0.61 0.51 0.94 0.63
cic 1M 1) 0 1(1) _ 0.00 (0.00-NA) 0.94 (0.06-15.25) - 0.56 (0.03-9.09)
TIC 14(16) 20(20) 12(18) 32(19) 0.89 (0.40-1.98) 1.34 (0.63-2.84) 1.20(0.51-2.79) 1.28 (0.64-2.55)
T 74(83) 79(79) 53(82) 132 (80) 1.0 1.0 1.0 1.0
P-value 0.58 0.75 0.53 0.71
HWE (P-value) 0.52 1 1 1
rs10983755
172 197 130 462 (0.23 -
An — - —
G on % (o 32709 50.5) 229 (0.56—9.3) 9.83(0.54-176) 3.8 (0.93— 15.4)
AN 63 32 0 3(1)
P-value 0.16 0.23 0.041 0.044
AA 33 1) 0 1) - 0.29 (0.03-2.86) : 0.18 (0.02-1.72)
GIA 0 1(1) 0 1(1) - - - -
GIG 86(97) 98(98) 100 163 (98) 1.0 1.0 1.0 1.0
P-value 0.36 0.31 0.068 0.17
HWE (P-value) <0.0001 _ 0.015 1 0.0091

Minor Allele, An =

Ancestral Allele, HWE =

GP = General Population, DF = Dengue Fever, DHF = Dengue Hemorrhagic Fever, DEN = Dengue,
W=Women, M=Men, Mi =
Equilibrium.

Hardy Weinberg



