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Supplementary figure S1. The effect of read length and number of replicates on variant calling accuracy. 
The range of MuMCC scores for each population input for each read length tested following read alignment using GEM3 and selected qScore parameters. Singlet, duplicate, triplicate and quadruplicate technical replicates are represented by a different shade of colour.  The solid black dot within each boxplot indicates the mean of the MuMCC distribution.  
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