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Figure S1. The chemical structure of tenofovir disoproxil and schematic representation of its 
metabolic bioactivation. Tenofovir is acyclic nucleotide derivative. It is also a 
prodrug. The corresponding triphosphate form is the active form and the inhibitor 
of the viral polymerase.  
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Figure S2.  The chemical structure of tenofovir alafenamide and schematic representation of its metabolic bioactivation. Tenofovir is 
acyclic nucleotide derivative. It is also a prodrug that is more selectively activated in infected cells. The corresponding 
triphosphate form is the active form and the inhibitor of the viral polymerase.  
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Figure S3.  The chemical structure of AT-527 and schematic representation of its metabolic bioactivation. The corresponding triphosphate 

form is the active form and the inhibitor of the viral RNA polymerase.  
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Figure S4.  The chemical structure of danoprevir and maraviroc. The former is macrocyclic 
peptidomimetic antiviral drug. It is inhibitor of NS3/4A HCV protease, an important 
processing enzyme complex. The latter is azabicyclic molecule that exhibits antiretroviral 
activity by blocking the interaction between HIV-1 gp120 and CCR5 on human CD4-
presenting cells, that is necessary for HIV-1 to enter cells. It was also shown that 
maraviroc may potentially act as a potential inhibitor of Mpro. 

 
  

Danoprevir
(Ganovo)

Maraviroc
(Selzentry)



6 
 

 
 
 
 

 
 

Figure S5.  The chemical structures of three natural products that are currently being tested against 
COVID-19. Sirolimus is an immunosuppressive agent and mTOR pathway inhibitor. 
Plitidepsin is targeting eukaryotic translation elongation factor 1 alpha 1. Deferoxamine is 
antiviral and anti-inflammatory agent. 
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Figure S6.  The chemical structures of various agents with potential antiviral activity attributed to 
various mechanisms. The list includes antimalarial drugs (atovaquone and artesunate), anti-
inflammatory drug (levamisole), mucolytic agent (N-acetylcysteine), broad-spectrum 
antimicrobial agent (chlorhexidine), and a drug to treat methemoglobinemia (methylene 
blue). 
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