
 



 

Figure S1: Alignment of 14 signature pattern nucleotides in the 94 patients infected with the Korean subclade of 

HIV-1 subtype B. Specific nucleotides at positions 9 and 2 were detected in 100% of cases in clusters O and P, 

respectively, although this high prevalence was not present in the LCs. There was no nucleotide A at position 

1897 in three PCR amplicons from HP-6. This difference between clusters O (nine positions) and P (five positions) 

resulted in a difference in the strength of clustering in clusters O and P. The dot and hyphen indicate the same 

sequence and deletion compared with consensus sequences, respectively. The nucleotide positions on the 

uppermost line are based on HIV-1 HXB2 (K03455). Lowercase letters indicated a mixed type with consensus 

sequences. 

 


