Supplementary Table 1. Primer sets for gRT-PCR in this study

Gene Primer Sequence

CAR CAR-F CTGTCAGCCACATATTGAGAT
CAR-R CGCCATTTTGAAGACCA

avps avps-F CTCATCGTTTCCATTCCAC
avpS-R CGAGTTTGGTTTTCTGTCTT

SR-A SR-A-F CCAGGGACATGGGAATACAA
SR-AR CCAGTGGGACCTCGATCTCC

GM-CSF GMC-F GAGGTCCTTGTCCATTCCA
GMCR GCAGATAGCCCATTTCATC

IFN-y IFNG-F AGAGTGTGGAGACCATCAAGGA
IFNG-R TGCGTTGGACATTCGAGTCAG

IL-4 IL4-F CAGTTCTACAGCCACCATGAGAA
IL4-R CTCTCTCATGATCGTCTTTAGCCT

B actin Actb-F CTGTGCTATGTCGCCCTAGA
Actb-R GGAAGGTTGGAAGAGAGCCT

F: forward primer; R: reverse primer.




Supplementary Table 2. The purify of sorted cell populations were

determined by FACS assay

Ad5-seropositive

Ad5-seronegative

Samples subjects subjects
#1 #2  #3  #4  #5  #6
D tgggfiig;gl;:(;;"s M 103 o054 083 163 086 1.0
D ?333122.?1}@‘231')5 N 9002 9720 9657 9556 96.19 93.53
23;’:;‘ tgg:;: :aﬂzl';?o/:f llsin o768 7060 8007 7798 7623 79.71
§§:f:;“§g$9°j§aﬁ;,:g/‘j;'s M 4392 1450 1244 1502 1110 13.38
O tgg:_fa?nD;I?(; )ce"s N 5964 3140 3000 31.77 2805 29.94
o tgg:_oga?nDp‘q;: (T%c)e"s M 443 068 075 169 088 116
O tgg:;fszzg: &‘;e"s " 901 012 009 002 001 010
O tég:;fszz?'pj: "(eo/':)s N 7804 8150 7916 72.97 7653 80.19
. :
o tggg_?;;?_gsa:‘:;:'(s%:;‘ 042 055 023 045 034 029
percentage of CD3+ T cells in 017 0.30 0.38 011 023 0.35
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