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Supplementary Figure S1. Each of the 6 images (A-F) shows the number of coinfections 

cases of SaV with other viral and bacteriological agents for the different age-group 

analysed. Data for other pathogens obtained from previous study [16]. 
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Supplementary Figure S3. Phylogenetic trees based on the partial capsid gene sequences 

of SaV using the Neighbor-Joining algorithm for the sequences obtained in the present 

study belonging to genotype GI.2 (A), GI.1 (B), GII.1 (C) and GII.4 (D). Bootstrap values 

(greater than 70 %) are shown at each node as percentages of 1,000 replicates. Bar, 

nucleotide substitutions per site. 
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