Pygoscelis adeliae polyomavirus 1 KP033140 Adelie penguin

Aves polyomavirus 1 AF241168 Budgerigar common pet parakeet

Anser anser polyomavirus 1 AY140894 Greylag goose

Order (within Mammalia or Aves)

Carnivora (9)

e

Cetartiodactyla (7)

Tupaia glis polyomavirus 1 MG721015 Common tree shrew

Chiroptera (24) =

Perissodactyla (1)

Primates(39)

. Microtus arvalis polyomavirus 1 KR612373 Common vole
Proboscidea (1 ) Rattus norvegicus polyomavirus 2 KX808699 Norvegian rat
Mus musculus polyomavirus 3 MF175082 House mouse

Rodentia (12)

Scandentia (1)

Soricomorpha (3)

Anseriformes(1)

Passeriformes(6)

Psittaciformes(1)
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Sphenisciformes(1)

Equus caballus polyomavirus 1 JQ412134 Horse

Tree scale-:01 —



Figure S11

Phylogenetic relationships of polyomaviruses based on conserved amino acid
blocks of the LTAg sequences with highlighted host orders. Polyomavirus naming
follow the recommendations of the ICTV Polyomaviridae study group using Latin
binomials of their hosts and a serial number; accession numbers and vernacular
names of the host are also given. This maximum clade credibility tree was generated
using Bayesian Markov chain Monte Carlo analyses; a maximum likelihood analysis
recovered a very similar topology (not shown). Grey branches are relatively weakly
supported with posterior probability values < 0.95. Names of viruses are given in
black or white font. The names of the novel polyomaviruses are given in bold and

light brown font.



