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Figure S1. Phylogenomic GBDP tree inferred using the formula D4 yielding the maximum average support of 71% among the three different
formulas obtained by the VICTOR web server. Distinct genera are highlighted by circular sectors. Phages not assigned to specific genera by the
ICTV classification (accessed 19 April 2018) are underlined. GBDP pseudo-bootstrap support values from 100 replicates are shown near branches.



