
 

 

Supplementary Materials:  

 

Figure S1: Results of in silico prediction of cryptic prokaryotic promoters in the MR766 sequence. 



 

 

 

Figure S2: Results of in silico prediction of cryptic prokaryotic promoters in the H/PF/2013 

sequence. 

  



 

 

Table S1. Modified restriction sites in MR766 syn-sequence.  

Position of 

restriction site 

Original 

codon within 

site 

Changed codon 

within site 
Enzyme 

Added/ 

deleted 
Comment 

896 GCC GCG NruI + 

Methylated in 

dcm+ / dam+ 

bacteria  

1748 GGA GGC NarI + None 

3317 GGT GGA KpnI - One site remains 

3845 CTG CTA NheI - One site remains 

6387 AGG CGG XmaI + None 

7769 GCT GCG AscI + None 

8264 GGA GGC SpeI - One site remains 

Table S2. Modified restriction sites in H/PF/2013 syn-sequence.  

Position of 

restriction site 

Original 

codon within 

site 

Changed codon 

within site 
Enzyme 

Added/ 

deleted 
Comment 

711 GGA GGT KpnI + None 

747 TCT TCC XbaI - One site remains 

2581 AGG CGG AgeI + None 

2712 GAG GAA SacI - One site remains 

3858 AGC AGT SphI - One site remains 

4323 GCC GCA SacII - One site remains 

5752 AGC AGT SacI - One site remains 

7737 GAG GAA EcoRI + None 

8520 AGG AGA BamHI - One site remains 

9120 TTT TTC XbaI - One site remains 

 


