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Figure S1. Estimation of the optimal number of genetic groups (K) based on the rate of change in the statistic ΔK between successive K values [57], for K = 1 to 25 (using data from 11 microsatellite markers analyzed in 427 U. glabra individuals; a) and K = 1 to 10 (using data from the nine microsatellite loci that were amplified in both species, 427 U. glabra individuals and 15 U. minor samples; b).
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