
●

●
●

●

●

●
●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●
●

●

●

●

●

●
●

●

●

●

●

●
● ●

●
●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

● ●

●

●

●

●

●

●
●

●
●

●
●

●
●

●
●

●
●

●

●
● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●
●

●
●

● ●

●

●

●

●

●

●

●

●
●

●

●

●

●

●
●

●

●

●

●

●

●

●

●
●

●
●

●

●

●

●
●

●

●

●

●

●
●

●

●

● ●

●

Gene region methylation levels (SV2)

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●
●

●

●

●

●

● ●

●

●

●

●

●
●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●
●

●

●

●

●

●

●

● ●
● ● ● ●

● ● ● ● ● ● ● ● ● ● ● ● ● ●

●

●

●

●

●

●

●

●

●

●

● ●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

0.0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

W
ei

gh
t m

et
hy

la
tio

n 
le

ve
ls

 in
 C

G
/C

H
G

●

●
● ●

●
● ●

●

●

●

●

●
● ●

●

●

●

●

●

●

● ● ● ●

●

● ● ●

●

●

●

●

●

●

●

●
●

● ●
●

●

●

●

●

●

●
●

●

●

●

●

●

●

●
●

●

●

●

●

●

● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ●
●

●

●

●

●

●

●

●

●
●

● ● ●
●

●

●
●

●

●

●

●

●

● ● ●
●

●
●

●

● ● ●

●

●

●
●

●
●

●

●
●

●

●

●

●

●

●

●

●

●

●
●

● ●

●
●

● ● ●
●

●
●

Gene Region

0.00

0.05

0.10

0.15

0.20

W
ei

gh
t m

et
hy

la
tio

n 
le

ve
ls

 in
 C

H
H

a b c d e f g

CG
CHG
CHH
TSS
TTS

a:upstream
b:first exon
c:first intron
d:inner exon
e:inner intron
f:last exon
g:downstream

●

●
●

●

●
● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●
● ●

●

●

●

●

●

●

●

●

●

●

●

●
●

●
●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

● ●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

● ●

●

● ●

●
●

●

●

●

●

●

●

●

● ●

●

●

●

●

● ●

●

●

●

●

●

●

●

●
●

● ● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

Gene region methylation levels (SV3)

●

●

●
●

●

●

● ●

●

● ●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●
●

●

● ●

●

●

● ●

●

●

●

●

●

●

●

●
●

●

● ●
●

●

●

●

●

●

●

● ● ● ● ● ●
● ● ● ● ● ● ●

● ● ● ● ● ● ●

●

●

●

●

●

●

●

●

●
●

●
● ●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

● ●

●

●

●

●
●

●

●

●

●

●

●

●

● ●

●

0.0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

W
ei

gh
t m

et
hy

la
tio

n 
le

ve
l i

n 
C

G
/C

H
G

●

●

●
●

●
● ●

●

●

●

●

● ● ●
●

●

●

●

●

●

● ● ● ●
●

● ● ●

●

●

●

●

●

●

●
●

●

●
● ●

●

●

●

●

●

●
●

●

●
●

●

●
●

●
●

●

●

●

●

●

● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ●
●

●

●

●

●

●

●
●

●
●

● ● ● ●
●

●
●

●

●

●

●

●

● ● ● ●

●
●

●

●
● ●

●

●

● ●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

● ● ● ●
● ● ●

●
●

●

Gene Region

0.00

0.05

0.10

0.15

0.20

W
ei

gh
t m

et
hy

la
tio

n 
le

ve
ls

 in
 C

H
H

a b c d e f g

CG
CHG
CHH
TSS
TTS

a:upstream
b:first exon
c:first intron
d:inner exon
e:inner intron
f:last exon
g:downstream

●
●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

● ● ●

●
●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●
●

● ●
●

● ●

● ●

● ● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●
● ●

● ●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●
●

●

●

● ●
●

●

●

●

●

● ●

●
●

● ●

●

Gene region methylation levels (PV1)

●

●

●

●
●

●

● ●

●

●

●

●

●

●

●
●

●

●

●

●

● ●

●

●

●

●

●
●

●

●

●

●

●

●

●

● ●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

● ●
●

● ● ●
● ● ● ● ● ● ●

● ● ● ● ● ● ●

●

●

●

●

●

●

●

●

●

●

● ●
●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

● ●

●

●

●

●

●

● ●

●

●

●

●
●

●

●
●

0.0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

W
ei

gh
t m

et
hy

la
tio

n 
le

ve
ls

 in
 C

G
/C

H
G

●

●

● ●

● ● ●

●

●

●

●

●
● ●

●

●

●

●

●

●

● ● ● ●
●

● ● ●
●

●

●

●

●

●

●

●
●

●
● ●

●

●

●

●

●

● ●

●

●

●

●

●
●

●
●

●

●

●

●

●

● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ●
●

●

●

●

●

●

●

●

●
●

● ● ● ●
●

●
●

●

●

●

●

●

● ● ● ●

●
●

●

● ● ●

●

●

● ●
●

●

●

●

●

●

●

●

●

●

●

●

●
●

●
●

● ●

● ●

● ● ● ●
● ●

Gene Region

0.00

0.05

0.10

0.15

0.20

W
ei

gh
t m

et
hy

la
tio

n 
le

ve
ls

 in
 C

H
H

a b c d e f g

CG
CHG
CHH
TSS
TTS

a:upstream
b:first exon
c:first intron
d:inner exon
e:inner intron
f:last exon
g:downstream

●

●
●

●

●

● ●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●
●

●

●

●

●

●
●

●

●

●

●

●
● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

● ●

●

●

●

●

●

● ●

●
●

●
●

●
●

●

● ●

● ●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●
● ●

● ●

● ●

●

●

●

●

●

●

●

●
●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●
●

●

●

●

●

●
●

●
●

● ●

●

Gene region methylation levels (PV2)

●

●

●

●
●

●

●
●

●

●

●

●

●

●

● ●

●

●

●

●

● ●

●

●

●

●

●
●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

● ● ●
● ● ●

● ● ● ● ● ● ●
● ● ● ● ● ● ●

●

●

●

●

●

●

●

●

●
●

●
●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●
●

●

●

●

●

●

● ●

●

●

●

● ●

●
●

●

0.0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

W
ei

gh
t m

et
hy

la
tio

n 
le

ve
ls

 in
 C

G
/C

H
G

●

●

●
●

●
● ●

●

●

●

●

●
● ●

●

●

●

●

●

●

● ● ●
●

●

● ● ●

●

●

●

●

●

●

●

●

●

● ●
●

●

●

●

●

●

● ●

●

●
●

●
●

●

●
●

●

●

●

●

●

● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ●
●

●

●

●

●

●

●

●

●
●

● ●
●

●
●

●
●

●

●

●

●

●

● ● ● ●

● ●
●

●
● ●

●

●

● ●
●

●

●

●

●

●

●

●

●

●

●

●

●
●

●
●

● ●
● ●

● ● ●
●

● ●

Gene Region

0.00

0.05

0.10

0.15

0.20

W
ei

gh
t m

et
hy

la
tio

n 
le

ve
ls

 in
 C

H
H

a b c d e f g

CG
CHG
CHH
TSS
TTS

a:upstream
b:first exon
c:first intron
d:inner exon
e:inner intron
f:last exon
g:downstream

●

● ●

●

●

● ●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●
● ●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●
●

●

●

● ●

● ●

●
● ●

●
● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

● ●
●

● ●

● ●

●

●

●

●

●

●

●

●
●

●

●

●

●

● ●

●

●

●

●

●

●

●

●
●

● ●

●

●

●

● ●

●

●

●

●

● ●

●

●

● ●

●

Gene region methylation levels (PV3)

●

●

●

●

●

●

● ●

●

●
●

●

●

●

● ●

●

●

●

●

● ●

●

●

●

●

●
●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

● ●
●

● ●
●

●
● ● ● ● ● ● ● ● ● ● ● ● ●

●

●

●

●

●

●

●

●

●
●

● ●
●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●
●

●

●

●

●

●

● ●

●

●

●

●
●

●
●

●

0.0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

W
ei

gh
t m

et
hy

la
tio

n 
le

ve
l i

n 
C

G
/C

H
G

●

●

●
●

●
● ●

●

●

●

●

●
● ●

●

●

●

●

●

●

● ● ● ●
●

● ● ●

●

●

●

●

●

●

●

●

●

●
● ●

●

●

●

●

●

● ●

●

●

●

●

●

●

●
●

●

●

●

●

●

● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ● ●
●

●

●

●

●

●

●

●

●
●

● ● ● ●
●

●
●

●

●

●

●

●

● ● ● ●

●
●

●

● ● ●

●

●

● ● ●

●
●

●

●

●

●

●

●

●

●

●

●

●

●
●

● ●

● ●
●

● ● ●
● ●

Gene Region

0.00

0.05

0.10

0.15

0.20

W
ei

gh
t m

et
hy

la
tio

n 
le

ve
ls

 in
 C

H
H

a b c d e f g

CG
CHG
CHH
TSS
TTS

a:upstream
b:first exon
c:first intron
d:inner exon
e:inner intron
f:last exon
g:downstream


