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Phenylpropanoid biosynthesis
Steroid biosynthesis

Arginine biosynthesis
Alanine, aspartate and glutamate metabolism

Ubiquinone and other terpenoid−quinone biosynthesis
Arginine and proline metabolism

Stilbenoid, diarylheptanoid and gingerol biosynthesis
Taurine and hypotaurine metabolism

Other glycan degradation
Carotenoid biosynthesis

Amino sugar and nucleotide sugar metabolism
Flavonoid biosynthesis
Butanoate metabolism

Phagosome
Histidine metabolism

N−Glycan biosynthesis
Phenylalanine metabolism

Glycerolipid metabolism
Biosynthesis of amino acids

Lysine degradation
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Valine, leucine and isoleucine biosynthesis
Glycosaminoglycan degradation

Other glycan degradation
Homologous recombination

Steroid biosynthesis
Alanine, aspartate and glutamate metabolism

2−Oxocarboxylic acid metabolism
Arginine biosynthesis

Pantothenate and CoA biosynthesis
Glycerolipid metabolism

Mismatch repair
Amino sugar and nucleotide sugar metabolism

beta−Alanine metabolism
SNARE interactions in vesicular transport

Ubiquinone and other terpenoid−quinone biosynthesis
Cyanoamino acid metabolism

Riboflavin metabolism
Ubiquitin mediated proteolysis

RNA polymerase
Flavonoid biosynthesis
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