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Abstract

:

The generation of energy through the transformation of polluting waste is a widely explored field and offers advances in green technologies. One of the promising technologies is Microbial Fuel Cells (MFCs). These cells can contain electroactive microorganisms that transform organic waste into electricity by transferring electrons from their metabolism. In this study, a new bacterium capable of producing electricity from the waste of the poultry sector and using copper electrodes, called Av_G1, was identified and isolated. It is phylogenetically related to Citrobacter freundii and Citrobacter Murlinae. This new strain was identified molecularly, biochemically, and phylogenetically; its physiological and morphological characteristics were also studied through a Scanning Electron Microscope (SEM). Biochemical determination was performed using Simmons Citrate Agar, Lysine Iron Medium (L.I.A.), Motility/Ornithine Test, Methyl Red indicator, Enzymes: oxidase and catalase, and Gram stain test. The phylogenetic inference was deduced by bioinformatics tools (MEGA X, JalView, Clustal Omega) and the genetic databases The Ribosomal Database Project—RDP and the National Center for Biotechnology Information (NCBI). A maximum current potential of 0.645 V, a maximum current density of 168.72 ± 14.07 mA/m2, and a power density of 31.05 mW/m2 were recorded. During the monitoring, the physicochemical parameters were taken: pH, Oxide Reduction Potential (ORP), Dissolved Oxygen (DO), conductivity, Total Solids (TDS), and average temperature were recorded. Therefore, the present study shows a new Gram-negative electrogenic bacterium, which can be used for electrochemical processes and applied in MFC with copper electrodes.
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1. Introduction


In recent years, the demand for all types of energy has been increasing due to climate change and the disproportionate increase in world population, creating an ever-greater need for energy resources in all economic and social sectors, affecting the development industry, technological advances, and the daily environment of society. Consequently, this excessive use of energy has become a global concern, since the demand increase is greater than the proposals for solutions, such as renewable energy sources [1].



The development of renewable sources technologies has been hard work, especially in places where green energy sources are not valued enough and, in some cases, such practices are not able to find the support to apply the knowledge to convert biomass into electricity. Places such as Latin America and the Caribbean have the potential to develop a sustainable and green energy source that can provide bioelectricity and reach eco-friendly technologies applied in Europe or North America [2]. Thereby, methodologies, tools, and different kinds of processes must be improved and put into practice to find a solution regarding bioenergy systems. Currently, the literature describes methods based on biological processes such as anaerobic digestion and fermentation for the development of biowaste-to-bioenergy (BtB) technologies. The intensive search for new renewable energy sources is of utmost importance, as well as the use of biological waste as an alternative for an eco-sustainable development of bioelectricity [3].



One strategy for an energy source is biomass oxidation and bioelectricity generation by Microbial Fuel Cells (MFCs) that are capable of current generation using a microorganism’s consortium or single microorganism and its metabolism to produce electrical energy, and at the same time using a substrate to turning it into a harmless residue [4]. MFC technology allows the application of green energy everywhere due to its simple design and function, low-cost reagents, and the management of native microorganisms from residual effluents or wastewater [5]. There are several ways to set up an MFC, and the parameters can vary as well. According to the literature, MFC presents a variety of configurations that can use biological agents for the use of residual effluents [6]. The electrodes used in MFC can be fabricated of different materials such as steel, graphite, copper, nickel, titanium, and gold, due to their conditions of facilitating conductive efficiency. Cation Exchange Membranes (CEMs) or Protonic Exchange (PEM) fulfill a fundamental function for the correct functioning of MFC through the passage of anions or cations. The MFC operation is the release of electrons through a bacterial biofilm through the metabolism of microorganisms, due to this the generated protons migrate to the cathode through the exchange membrane that prevents the diffusion of oxygen in the anodic chamber [7]. Another important factor for MFC is the organic matter (substrate) that facilitates energy generation, either a pure or complex substance generally found in many industries. In these synthetic or pure substrates (animal manure, acetate, cellulose particles, azo dyes, lactate, glucose, industrial wastewaters, etc.) electro-active microorganisms (EAMs) survive and carry out the exchange of electrons [8]. This bacterial consortium is a relevant factor in bioelectricity-generating in MFC, since power generation depends on it. There are various and unexplored bioelectricity generating organisms, and many of them are not electrochemically characterized [9], as well as in a bioinformatic way or some other important aspect within its biology [10], this is the case of electro-producing bacteria, which are very diverse, heterogeneous, and found in the most common and extreme places on the planet [11]. In recent years, some bacterial strains have been very promising, such as Geobacter sulphurreducens, one of the most studied organisms, and a strain model that produces bioelectricity [12,13]. Another is the case of Shewanella oneidensis, Pseudomonas aeruginosa, and Pseudomas alcaliphila that can produce their redox mediators such as pyocyanin, which is a pigment produced by P. aeruginosa or quinone mediator in the case of S. oneidensis [14] Dietzia sp. [15]. According to the nature of the transfer of electrons of electroactive bacteria, these are divided into two: exoelectrogenic and electrotrophic, these bacteria use different methods such as the transfer of electrons through cytochromes located in the outer membrane of the cell surface or “pili” that serve as conductors of electricity [16]. Exoelectrogenic bacteria produce electricity due to oxidation-reduction reactions of organic matter transferring an electron to an acceptor [17]. Electrotrophic bacteria have been poorly characterized and can accept electrons from external sources or mediators [18]. Recent research evaluates the potential of using modified or mutant bacteria to improve electron transfer performance, as in the case of Shewanella oneideidensis, which was modified at the level of a second messenger called c-di-GMP, which provided it better biofilm formation and regulated the expression of cytochromes-c, including electron transfer pathways such as CymA, MtrA, MtrC, and OmcA [19].



Research regarding MFCs is focused on high current generation, cells design, substrates improvement, modified bacteria, or variable changes to improve MFC performance; however, this study implemented a copper electrode MFC system with the strain Av_G1 as an electroactive organism native from poultry manure that can stand the bactericide effect of copper, it is an organism capable to support abiotic stress and improve its biofilm formation capacity to survive on tough environments.




2. Materials and Methods


2.1. MFC Construction and Operation


The cells were fabricated of Polyvinyl Chloride (PVC). These two cells were 18 cm high × 11.4 cm diameter × 2 mm thick, with a capacity of 1.71 L. The cells were used as anode and cathode, both were connected through a removable system called Bush, this one was composed of a hermetic removable coupling and an O-ring of inert material inserted inside the coupling; and was sealed with a polytetrafluoroethylene material. For proton exchange, a Nafion® 117 membrane of 3 cm in diameter was used [20], this one was placed in the Bush system.



In the cathodic chamber, 50 mM of K3[Fe (CN)]6 electron acceptor solution was used [21,22,23,24]. The operation of the cells was by a Batch system; copper was used for the material of the electrodes, and they were placed inside the chambers. The working temperature of the cells was 20.92 ± 1.18 °C. In Figure 1 we can observe the configuration of the MFC in more detail.



In Figure 1, anodic and cathodic cells were linked through the Bush system. In Figure 1 we can observe that the Nafion® 117 exchange membrane is displayed, as well as the electrodes, the poultry substrate (in the anode), the potassium ferrocyanide (in the cathode), and the exchange of electrons through the circuit in a graphically way.




2.2. Electrochemical Configuration of MFC


Copper plates were used as electrodes, the working area of these plates (anode and cathode) was 0.0028 m2. The cells had an open circuit configuration connected to a Keysight Technologies (Santa Rosa, CA, USA) 3472A LX1 Data Acquisition/Switch Unit data collector to evaluate the circuit voltage for 240 h.




2.3. Substrate Obtention and Preparation


The raw material was collected from the local poultry industry area in Arequipa, Perú. The sampling was carried out according to the methodology outlined in the Standard Guide for Sampling of Waste and Soil for Volatile Organic Compounds ASTM D-4547:2009 [25] considering the initial temperature and humidity of each sample. The poultry substrate was collected and stored at 4 °C for 24 h, then dried in a Venticell ECOline brand convection oven at 80 °C. Each sample was then crushed and sifted through a 250 µm sifter.




2.4. Physico-Chemical Parameters


Physico-chemical parameters were taken from the anodic chamber with a multiparameter of the Hanna brand, models HI 5522 and HI 542, to determine pH, ORP, OD, conductivity, TDS, and average temperature of 20.92 ± 1.18 °C during 240 h of work with time intervals of 24 h, these results are shown in Table 1. To measure and control the relative humidity (%RH) a humidifier Emerson quiet kool at 33% was used. To ensure the best performance of the MFC and avoid cells polarization, temperature and pH were maintained constant.




2.5. Inoculum Development and Strain Isolation of Av_G1


Previous experiments were carried out in the MFC cells with native poultry bacteria, where known bacterial consortia were found, Citrobacter sp. was found on the surfaces of the copper electrodes with a particular behavior. To perform the isolation of the microorganisms (bacteria), after 240 h of cell operation, the copper electrode of the anodic chamber was scraped with the previously selected bacterial strain [26,27]. We can consider that Av_G1 was working into an MFC with a consortium during 30 days before it was isolated and characterized, thus this new bacterium was going through a previous conditioning stage in the same subtract and parameters that we exposed in Section 2.2 and Section 2.3.



This inoculum was transferred to sterile Eppendorf tubes containing 1 mL of triton × 100 at 0.01% [28], then the bacterial consortium was enriched with Brain–Heart Infusion Broth (BHI) for 24 h at 37 °C, after this time the culture was seeded on Luria–Bertani (LB) agar and incubated in an anaerobic chamber for 12 h with CO2 purge following the protocol of [29]. To carry out the isolation of the Av_G1 strain, 5 repetitions were carried out for its purification, then the pure strain was inoculated in Potassium Cyanide Broth (KCN) for 24 h at 33 °C to finally grow it again in LB agar for microscopic observation.




2.6. Morphological Characterization and Microscopic Analysis


The strain was identified by biochemical tests and propagation evaluation. Means were used to evaluate its biochemical activity to obtain the identity of the bacterium within the Enterobacteriaceae family. The inoculum from the KCN broth was used and brought to 0.5 on the McFarland scale. Tubes with hermetic lids were prepared in triplicate as well as an E. coli inoculum for quality testing.



Biochemical tests were prepared starting with Simmons Citrate (HI-Media, Einhausen, Germany), Lysine Iron Agar (L.I.A.) (HI-Medium), Motility/Ornithine (HI-Medium), Methyl Red indicator with Voges Proskauer (HI-Medium), Enzyme Oxidase (Merck, Rahway, NJ, USA), Enzyme Catalase (Merck), and finally Stain of Gram. The microscopy analysis was performed by a stereo microscopy with a Zeiss Model 508 Stereoscope, and through optical microscopy of the Euromex (Arnhem, The Netherlands) brand equipment, Image Focus Alpha and also through Scanning Electron Microscopy with the SEM Scanning Electron Microscope of the brand THERMO SCIENTIFIC (Waltham, MA, USA) Model SCIOS2.



The morphological observation and the characteristics of the colony in the Petri dishes were carried out after 24 h of incubation of the inoculated strain in LB medium by stereoscope. In addition, Gram stain was used for microscopic observation [30]. Finally, for the observation of the strain by SEM, the sample was prepared following the protocol pre-treatment by Kammoun, R. et al. [31].




2.7. Gene Sequencing for 16rDNA


For DNA extraction, the simplified Bazzicaculpo and Fancelli protocol was used [32].



2.7.1. Lysis and DNA Extraction


The DNA of the strains was isolated from colonies previously cultivated and purified from LB agar. With a nichrome loop, a roast of colonies was taken from the petri dish, which was re-suspended in 600 µL of Lysis Buffer 1X in an Eppendorf tube, and was incubated in a hot block for 45 min at 65 °C, after this period, 300 µL of Phenol-Chloroform was added, then the Eppendorf tube was shaken, and centrifuged for 5 min at 8000 rpm. The supernatant was collected and placed in a new Eppendorf tube, and 500 µL of isopropanol was added, this tube was centrifugated for 10 min at 11,000 rpm, then the supernatant was removed; 600 µL of absolute ethanol was added, it was taken to centrifugation for 2 min and the supernatant was discarded; the pellet containing the DNA was re-suspended with 100 µL of sterile distilled water.




2.7.2. DNA Amplification


As it is almost impossible to isolate pieces of DNA, the Polymerase Chain Reaction (PCR) technique was used for the amplification of the DNA trace, and a thermocycler was also used for a higher production of it. A total of 2 µL of DNA and 2 µL of the 27F (5′-AGAGTTTGATCCTGGCTCAG-3′) and 1392R (5′-GGTTACCTTGTTACGACTT-3′) primers solution were added to test tubes [27]. For 16S rRNA gene amplification, each test tube had a final concentration of 200 µM, and 30 µL of Platinum Blue PCR Supermix High Fidelity was added. The tubes were then placed in a BIO-RAD (Hercules, CA, USA) brand MyCycler™ Thermal Cycler System with Gradient Option thermocycler. The following steps were followed at certain configurations: (a) denaturation: 95 °C for 5 min, 25 cycles of 94 °C for 70 s; (b) hybridization or annealing: 55 °C for 70 s; (c) extension: and 72 °C for 70 s, and finally 1 cycle at 72 °C for 7 min.




2.7.3. Electrophoresis and DNA Purification


For electrophoresis, agarose gel methodology was used. The PCR product was separated on a 1.5% agarose gel, then the band, corresponding to the 16S RNAr gene, was cut from the gel for purification using the QIAquick PCR Purification Kit of the QIAGEN brand, columns of the same brand were used, and instructions provided by the company were followed [33]. For sequencing, 1 µL of Primer (16S RNAr for bacteria) was added to 20 µL of purified DNA, the 2 tubes were labeled and sent to DNA Sequencing|Functional Biosciences, Inc. (Madison, WI, USA).





2.8. Bioinformatic and Phylogeny Analysis


To perform the bioinformatic analysis, the RDP database was used, making use of the “classifier” tool to identify, at the taxonomic level, the genus of the strain [34]. Then, the 16s RNAr gene sequence of the new Av_ G1 strain was submitted to GenBank, a global gene bank, and the National Center for Biotechnology Information (NCBI) BLASTn Software was used to determine the similarity with other strains in the bank.



The sequences with the highest percentage of similarity and the lowest E-value were selected and downloaded [35]. The sequences were aligned in the bioinformatics tool Clustal Omega [36], the alignment was observed in Jal View and downloaded in FASTA format [37].



Phylogeny analysis was performed with MEGA XI software [38]. The initial trees for heuristic search were obtained automatically by applying the Neighbor-Join and BioNJ algorithms to a matrix of pairwise distances by pairs estimated, using the Tamura–Nei model and then selecting the topology with a higher logarithmic value of likelihood. A discrete Gamma distribution was used for this analysis. Finally, 15 nucleotide sequences from selected strains were involved and there were a total of 1541 positions in the final dataset.





3. Results


3.1. Phylogeny Analysis and Sequence of the Isolated Strain Av_G1


To evaluate the identity of the Av_G1 strain, the 16s region of rRNA with a size of 821 base pairs (bps) was sequenced. The sequence was uploaded to NCBI GenBank under accession number OM124933.1. The sequence was analyzed with the NCBI BLASTn tool to find the maximum likelihood, finding Citrobacter freundii with an identity percentage of 99.64% and an E-value of 0, Citrobacter brakii with 99.39%, and Citrobacter Murlinae with 99.15%. These were the organisms with the highest likelihood. Organisms with an identity percentage < 97% were not considered [39].



Figure 2 shows the alignment of sequences in JalView, showing the most conserved regions among the organisms that had the highest percentage of identity and ranging from 550 bp to 610 bp. In this sense, Figure 3 shows the nucleotide composition of every bacterial strain analyzed by JalView showing thymine T(U), cytosine (C), adenine (A) and guanine (G) frequencies content.




3.2. Characterization of Citrobacter sp. Av_G1


Table 2 reveals the negative Gram staining and the biochemical behavior, resulting positive for Simmons Citrate for the Av_G1 strain and negative for the E. coli strain passing the quality test. This showed a positive motility with the MIO medium and a negative Ornithine, this indicates that it does not present the enzyme Ornithine decarboxylase. For the test with methyl red, the color of the reagent did not turn/viro, which would indicate a negative test, confirming in this way the absence of acids from the fermentation of glucose.



The bacterium tested negative for LIA, but with the production of hydrogen sulfide in the background (SH2) due to the black coloration, this allows us to understand the use of sulfates as an electron acceptor in the degradation of organic matter.



Finally, positive catalase and oxidase tests demonstrate its facultative anaerobic behavior and the presence of a cytochrome C system. In Figure 4 you can see the morphology of the strain Av_G1 in three parts, Figure 4A shows the culture in a Petri dish with LB agar and after 24 h, Figure 4B shows the optical microscope and Gram-negative staining and Figure 4C a magnification with electron microscope.



Citrobacter sp. Av_G1 was characterized according to its colony, bacterial morphology, biochemical profile, molecular, and bioinformatic analysis. The observed colonies presented are oval-shaped and cream-colored; the bacteria observed are planktonic bacilli and negative for Gram stain, see Figure 4.



Figure 5 shows us the consensus tree made by the MEGA X tool from the alignments made. This inference is robust and highly reliable since all nodes pass 50% and even most have a percentage greater than 90%. The Av_G1 strain was assigned to the Citrobacter genus and forms a subcluster with Citrobacter freundii.



The phylogeny tree shown in a circle, with 500 bootstrap replicas, shows us an ordered panorama of the phylogeny inference of the new strain, confirming the relationship with Citrobacter freundii and placing the entire Citrobacter genus on one side, the genus Enterobacter on the other, and Leclercia adecarboxylata, Yokenella regensburgei, Pantoea agglomerans, and Kluyvera intermediate in different branches. See Figure 5 and Figure 6.




3.3. Current Generation of Citrobacter sp. Av_G1 in MFC


At the end of 240 h of working MCF, copper electrode was found to be free of any corrosion on its surface. Current generation depends on MFC and on the bacteria performance, thus, parameter monitoring such as pH or temperature is important. The results obtained from physicochemical parameters in anode showed us a pH between 6 and 7 that kept polarization low on this anolyte. Due to microbial oxidation, MFC tends to be acidic and triggers an acid shock, consequently, the current production is lost. To prevent imbalances and try to improve the MFC performance, the temperature was set at 20.92 ± 1.18 °C during the 240 h. The rest of the parameters are shown on Table 3.



In Figure 7 the output Open Circuit Voltages (OCVs) are shown during a period of 240 h, an evident increase is observed until 11 h with a maximum of 0.645 V; after 20 h the voltage production remained constant between the values of 0.612 V and 0.640 V, these values are within the ranges reported by other authors who established similar configurations [39], this initial stage of increasing trend until 11 h is due to the abundant availability of food that the bacteria received in their anodic behavior [40], for this reason the bacterial colony grew exponentially. Furthermore, the rapid activation observed is due to the previous conditioning stage that Av_G1 passed through making possible this exponential behavior. We can assign to this new strain the capability to withstand copper stress, to oxidize poultry manure, and the electrogenic capacity to the previous conditioning stage explained in part 2.5 of this research.



Electrogenic bacteria oxidize organic matter and release electrons that are transferred to the anode, this is evidenced by the generated electricity [41,42]. It is of great importance to consider the conditions of the substrate, its characteristics, and its components to generate electricity [43]. Poultry substrate waste is a powerful organic substrate within MFC, due to the amount of feed that generates a high voltage in the initial stage of operation as reported in [44,45,46] who obtained maximum power densities of 220 mW/m2 and 287.5 mW/m2 for poultry substrate waste and for different concentrations of wastewater from poultry manure.




3.4. Polarization Curves and Power Density


In this study, the potential current properties were measured to know the optimal current in which cells can operate to maximize the power density of Citrobacter sp. Av_G1. Figure 8 shows the polarization curves assessed with eight external resistances from 10 to 10,000,000 Ω. The peak potential resulted of polarization assays was 18.67 mW/m2 using a 10,000 Ω resistance.



The low power density obtained in this research compared with those reported may be due to the different pretreatment conditions, substrate content, the adverse effect of the copper anode and MFC H type design. A similar study with copper anode but using avocado residues in electricity production [47] shows a similar behavior in electricity production, these results can confirm that bacterial growth was probably not inhibited due to the toxicity of the solubilized copper and allowing Av_G1 to thrive on this stressed condition regarding the copper bactericide effect. The influence of the MFC set up had a significant effect in the final performance and current production, as well the space between electrodes, the area/kind of membrane and the working substrate volume. Those have an influence on the internal resistance and biofilm formation, consequently, the abiotic stress generated in MFC allowed strain Av_G1 to be capable of biofilm development and survive on it. The electrodes presented a substantial distance between them, consequently rising the internal resistance. It can be verified by Singh, A. et al.; Cheng, S. et al.; and Clauwaert, P. et al. [48,49,50] who assessed the working volume and electrodes distance on H type MFC, showing high levels of power density as reactor volume and electrode distance decreases.



The substrate is an important factor in the production of electricity in the MFC. The present work shows the potential of the poultry substrate waste, establishing it as a low-cost substrate and establishing its importance within the circular economy. The copper anode presents bactericidal characteristics, where a reduction in the population of microorganisms is established; however, the new Av_G1 strain was not fully affected by this material. The biofilm, formed because of the stress submitted by the copper, was able to inhibit the antibacterial capacity of the material and thus prosper for the generation of bioelectricity. The biochemical profile of the strain provided us the production of hydrogen sulfide, from which it was deduced that the bacterium is sulfur-reducing (sulfate reduction). This property is found in anaerobic organisms; this adds information to the existing literature.



Finally, as we can observe in Figure 8, the polarization curve assay showed that the working resistance, where the H type cell and the bio electrogenic system can work at best (10,000 Ω), was really high. Therefore, we can confirm the elevated internal resistance of the cell despite all parameters on the anode and cathode were controlled.





4. Conclusions


In the present investigation and for the first time, we reported the bio electrochemical characterization of the Citrobacter sp. Av_G1 as an electroactive microorganism, possible exoelectrogenic, and facultative anaerobe. This strain was isolated, morphologically characterized, and analyzed with molecular and bioinformatic techniques to determine it as a new microorganism capable of generating electricity on a copper electrode, presenting a maximum current potential production of 0.645 V and a power density of 31.05 mW/m2 at a current density of 78.03 mA/m2.



The proposed electrode material with bactericidal capacity was a source of electricity generation and the development of this bacterium Av_G1 was not totally affected by this material. The generation of the biofilm found can inhibit the antibacterial capacity since the copper surface would make it impossible for the Av_G1 strain to produce electricity.



The biochemical profile of the strain showed us production of hydrogen sulfide, for this reason we state that the bacterium is a sulfur reducer, indicating that it was reducing sulfates, this mechanism is found in exceptional anaerobic organisms, contributing information to the literature.
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Figure 1. Microbial Fuel Cells (MFC) batch type. 
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Figure 2. Sequence alignment in JalView. 
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Figure 3. Nucleotide composition of 16S RNA sequences of bacterial strains. 
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Figure 4. Morphological characterization of the Av_G1 strain: (A) isolation of bacteria by LB agar after 24 h, (B) observation of the final replicate of the Av_G1 strain under an optical microscope and Gram-negative staining. (C) Citrobacter sp. Av_G1 from the biofilm under electron microscopy with 24,000× magnification with a reference of 5 µm in size and coloration of the strain to distinguish the microorganism. 
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Figure 5. Phylogeny tree that was inferred using the maximum likelihood method and the Tamura–Nei model. The tree with the highest logarithmic probability (−2938.23) is shown. 
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Figure 6. Circular phylogeny tree applying booststrap method with 500 replicas. In red is placed the genus Citrobacter, in blue the genus Enterobacter, orange Leclercia adecarboxylata, in purple Yokenella regensburgei, yellow Pantoea agglomerans, and in green Kluyvera intermedia. 
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Figure 7. Voltage variation with time obtained by Citrobacter sp. Av_G1. 
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Figure 8. Measurement of polarization curves of the MFC by Citrobacter sp. Av_G1. 
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Table 1. Initial and final physico-chemical parameters.
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	Hour
	mV pH
	pH
	ORP (mV)
	OD (ppm)
	Conductivity (µS/cm)
	TDS (ppm)





	24
	10
	6.84
	−229.2
	1.34
	9044
	4523



	240
	24.1
	6.59
	−227.9
	5.28
	6480
	3243
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Table 2. Biochemical tests for identification of Citrobacter sp.
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	CEPA
	Simmons Citrate Agar
	L.I.A.
	SH2
	Motility
	Ornithine
	Methyl Red Indicator
	Oxidase
	Catalase
	Gram Stain Test





	Av_G1
	+
	−
	+
	+
	−
	−
	+
	+
	−
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Table 3. Physicochemical parameters monitored during 240 h.
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	Hour
	mV–pH
	pH
	ORP mV
	OD ppm
	uS/cm
	TDS ppm





	24
	10
	6.84
	−229.2
	1.34
	9044
	4523



	42
	6.7
	6.89
	−211.8
	2.03
	6309
	3156



	74
	−3.2
	7.06
	−182.2
	1.94
	7615
	3806



	95
	−1.7
	7.04
	−176.5
	3.57
	8173
	4088



	119
	−10.1
	7.18
	−163.5
	2.76
	17,230
	8646



	143
	21.1
	6.64
	−142.6
	3.01
	15,350
	7680



	164
	22.4
	6.63
	−179.6
	2.44
	12,470
	6236



	196
	23.9
	6.61
	−186.2
	6.18
	7149
	6386



	208
	24.2
	6.57
	−213.4
	5.89
	6917
	4283



	240
	24.1
	6.59
	−227.9
	5.28
	6480
	3243
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