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Figure S1. Disposition of patients.

Figure S2. Time to discontinuation of second-line treatment according to whether first-
line treatment was targeted or non-targeted in (A) patients whose second-line treat-
ment was targeted and matched to actionable alterations and (B) patients without de-
tectable ctDNA;.

Figure S3. Overall survival after ctDNA testing according to whether first-line treat-
ment was targeted or non-targeted in (A) patients whose second-line treatment was
targeted and matched to actionable alterations and (B) patients without detectable
ctDNA.
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Figure S1. Disposition of patients. Actionable alterations were defined according to National Comprehensive Cancer Network guidelines as described in the text.
Percentages were calculated using the value in the preceding box as the denominator unless stated otherwise. The denominator was the sum of patients in the red
dashed box; "Denominator = 2,219 (patients who received non-targeted first-line therapy); ‘Denominator = 865 (patients who received targeted first-line therapy).
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TTD for patients with undetectable ctDNA prior to
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Figure S2. Time to discontinuation of second-line treatment according to whether first-line treatment was targeted or non-targeted in (A) patients whose second-
line treatment was targeted and matched to actionable alterations and (B) patients without detectable ctDNA. CI, confidence interval; HR, hazard ratio; TTD, time
to treatment discontinuation, Ref, reference.
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Figure S3. Overall survival after ctDNA testing according to whether first-line treatment was targeted or non-targeted in (A) patients whose second-line treatment
was targeted and matched to actionable alterations and (B) patients without detectable ctDNA. CI, confidence interval; HR, hazard ratio; NR, not reached; OS,
overall survival; Ref, reference.



