International Journal of
Environmental Research

and Public Health
Table S1. Analysis of full genome identify among MOW-BatCoV 15-22 and other members of
Merbecovirus (the top 10 of closest full genome sequences available in GenBank).
Description Given Scientific Host C(i’(l)lr':d Countr 20 Per Ace Accession
P Name (by Author’s) Y Y ident Len
date Cover
Bat-CoV/H.savii/It-  Middle East respira- .
Hypsugo savii o o

aly/206645-40/2011, tory syndrome-re- (bat) 2011 Italy  88% 81,48% 30048 MG596802.1
complete genome lated coronavirus
Bat-CoV/P khulii/It- Middle East respira—Pi istrellus
aly/206645-63/2011,  tory syndrome—re—kur;lii (bat) 2011 Italy  88% 81,45% 30039 MG596803.1
complete genome lated coronavirus
Bat coronavirus Vs- un Japan:
CoV-1 genomic RNA g\ oronavirus PO gogerib TOKYO g0 g1 3004 29930 1.C469308.1
nearly complete ge- sinensis (bat) ed Okutam
nome a
BtVs-BetaCoV/SC2013,BtVs-Be- Vespertilio 5013 China  829% §1,27% 30423 KJ473821.1
complete genome taCoV/5C2013 perans (bat)
isolate PREDICT/PDE- Pipistrellus  cf. NC 034440
2180, complete ge-Bat coronavirus hesperidus 2013 Uganda 82% 80,84% 29642 1 '
nome (bat)

isolate Riyadh_9_2013,
complete genome

isolate Hu/Jordan-
201440011123/2014,
complete genome
strain
Hu/UAE_032_2014,
complete genome

camel/UAE_B73 2015,
complete genome

isolate  Florida/USA-
2 Saudi Arabia_2014,
complete genome

Middle East respira-

Saudi
tory syndrome-re-Homo sapiens 2013 W 829
. Arabia
lated coronavirus
Middle East respira-
tory syndrome-re-Homo sapiens 2014 Jordan 82%
lated coronavirus
Middle East respira- United
tory syndrome-re-Homo sapiens 2014 Arab  82%
lated coronavirus Emirate
Middle East respira- Camelus drom- United
tory syndrome-re- . 2015 Arab  82%
. edarius .
lated coronavirus Emirates
Middle East respira-
tory syndrome-re-Homo sapiens 2014 USA  82%

lated coronavirus

82,47% 30055 KJ156869.1

82,46% 30123 MK039552.1

82,46% 30123 KY581693.1

82,46% 30123 MF598663.1

82,46% 30123 KP223131.1
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